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CORRIGENDUM

First restriction and genetic mapping of the genomic
DNA of urease-positive thermophilic campylobacters
(UPTC), and small restriction fragment sequencing
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B. C. MILLAR', J. E. MOORE' and M. MATSUDA"
“Laboratory of Molecular Biology, School of Environmental Health Sciences,

Azabu University, Sagamihara, Japan; and 'Department of Bacteriology,
Northern Ireland Public Health Laboratory, Belfast City Hospital,
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An incorrect reference (ref. 19) was cited when this paper
was published originally (Br | Biomed Sci 2006; 63: 63-7).
The reference section from this paper is reproduced here
and includes the correct citation for reference 19.
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