Supplementary Materials (SM), Table 2
List of murine miR-9-3p predicted targets by TargetScan 7.1

# Target gene Representative transcript | Gene name
1 Onecut2 ENSMUST00000175965.3 |one cut domain, family member 2
2 Ttll7 ENSMUSTO00000170055.2 |tubulin tyrosine ligase-like family, member 7
3 Mtx3 ENSMUST00000076169.3 | metaxin 3
4 Mpegl ENSMUSTO00000081035.7 |macrophage expressed gene 1
5 Hs6st1 ENSMUSTO00000088174.3 | heparan sulfate 6-O-sulfotransferase 1
6 Dmx11 ENSMUST00000041772.5 | Dmx-like 1
7 Per ENSMUSTO00000189181.1 |progesterone receptor
8 Stag?2 ENSMUST00000115073.3 |stromal antigen 2
9 Genl ENSMUST00000166117.1 | Gen homolog 1, endonuclease (Drosophila)
10| D830030K20Rik ENSMUST00000178670.1 |RIKEN cDNA D830030K20 gene
11 Lcor ENSMUST00000067795.6 |ligand dependent nuclear receptor corepressor
12 Gns ENSMUST00000040344.6 | glucosamine (N-acetyl)-6-sulfatase
13 Rnaset2b ENSMUST00000179728.1 |ribonuclease T2B
14 Tmem236 ENSMUSTO00000077517.7 |transmembrane protein 236
15 Npepps ENSMUSTO00000001480.8 |aminopeptidase puromycin sensitive
16 Agfgl ENSMUST00000189220.1 | ArfGAP with FG repeats 1
17 Igcbl ENSMUSTO00000114819.2 ]1IQ calmodulin-binding motif containing 1
18 Al118078 ENSMUSTO00000085754.4 | expressed sequence Al118078
19 Stim2 ENSMUSTO00000117661.3 |stromal interaction molecule 2
20 Psma8 ENSMUST00000040860. 1 groteasome (prosome, macropain) subunit, alpha type,
21| EI130309F12Rik ENSMUST00000076670.2 | RIKEN cDNA E130309F 12 gene
22 Tbeldl5 ENSMUST00000020339.8 |TBC1 domain family, member 15
23 Nipall ENSMUST00000087212.3  |NIPA-like domain containing 1
24 Myo10 ENSMUST00000110457.2  |myosin X
25 Heyl ENSMUST00000040821.4 | hairy/enhancer-of-split related with YRPW motif-like
26 Z{p952 ENSMUSTO00000087666.5 |zinc finger protein 952
27 Tet3 ENSMUST00000089622.5 |tet methylcytosine dioxygenase 3
28 Gm5819 ENSMUSTO00000171469.1 |predicted gene 5819
29 Zpl13 ENSMUST00000049393.9 | zinc finger protein 113
30 Vidir ENSMUST00000167487.2 | very low density lipoprotein receptor
31 Rhobtb3 ENSMUST00000022078.6 |Rho-related BTB domain containing 3
32 Pard3b ENSMUSTO00000075374.4 |par-3 family cell polarity regulator beta
33 Tmem194b ENSMUSTO00000165859.2 |transmembrane protein 194B
34 Cntnap5a ENSMUST00000043725.8 |contactin associated protein-like SA
35 Cpne9 ENSMUST00000041203.5 |copine family member X
36 Cggbpl ENSMUST00000067744.7 | CGG triplet repeat binding protein 1
37 Plekhas ENSMUST00000087622.3 pleckstrin homology domain containing, family A
member 5
38 BC068281 ENSMUST00000085793.2 | cDNA sequence BC068281
39 Carf ENSMUSTO00000187978.1 |calcium response factor
40 Crk ENSMUST00000017920.8 | v-crk sarcoma virus CT10 oncogene homolog (avian)
41 Zfpl141 ENSMUST00000174407.1 |zinc finger protein 141
42 Dmd ENSMUSTO00000114000.2 |dystrophin, muscular dystrophy
43 Fzd7 ENSMUST00000114246.3 | frizzled homolog 7 (Drosophila)
44 Esm1 ENSMUST00000038144.8 |endothelial cell-specific molecule 1
45 Pth ENSMUST00000079793.5 |parathyroid hormone
46 Eml ENSMUST00000001059.3 |endoplasmic reticulum (ER) to nucleus signalling 1




47 Rtpl ENSMUST00000038730.6 |receptor transporter protein 1

48 Gypc ENSMUSTO00000174459.1 |glycophorin C

49 Purb ENSMUSTO00000179343.2 |purine rich element binding protein B

50 Mndl1 ENSMUSTO00000047368.6 |meiotic nuclear divisions 1 homolog (S. cerevisiae)

51 Dnajc27 ENSMUST00000020986.8 |DnaJ (Hsp40) homolog, subfamily C, member 27

52 Pygol ENSMUST00000038489.5 |pygopus 1

53 Papd5 ENSMUST00000119033.2 |PAP associated domain containing 5

54 Noxal ENSMUST00000114373.2 |NADPH oxidase activator 1

55 Pdcl ENSMUSTO00000009174.9  |phosducin-like

56 Cd59a ENSMUST00000040423.6 | CD59a antigen

57 Zipl174 ENSMUSTO00000041778.7 |zinc finger protein 174

58 Chsy3 ENSMUSTO00000080721.4 | chondroitin sulfate synthase 3

59 Ccdel 17 ENSMUST00000020776.4 | coiled-coil domain containing 117

60 Map7d2 ENSMUST00000112471.3 |MAP7 domain containing 2

61 H2-M3 ENSMUSTO00000038580.6 |histocompatibility 2, M region locus 3

62 Fuom ENSMUST00000026539.8 | fucose mutarotase

63 Tah1 ENSMUSTO00000076813.6 isoan.1y'1 acetate-hydrolyzing esterase 1 homolog (S.
cerevisiae)

64 Pdcdl ENSMUST00000027507.7 |programmed cell death 1

65 Nxt2 ENSMUST00000112916.3  |nuclear transport factor 2-like export factor 2

66 Plagl ENSMUST00000003369.4 |pleiomorphic adenoma gene 1

67 Rgs10 ENSMUST00000033133.6 |regulator of G-protein signalling 10

68 Savl ENSMUST00000021467.7 |salvador homolog 1 (Drosophila)

69 Hoxal0Q ENSMUST00000125581.1 |homeobox A10

70 Ect2 ENSMUSTO00000108300.2 ]ect2 oncogene

71 Ndnl2 ENSMUST00000094331.2 |necdin-like 2

72 Fam188a ENSMUST00000028105.7 | family with sequence similarity 188, member A

73 Fubpl ENSMUST00000166984.2 | far upstream element (FUSE) binding protein 1

74] 4930550L24Rik ENSMUST00000118305.2 | RIKEN cDNA 4930550L.24 gene

75 Gprl 74 ENSMUSTO00000178838.1 |G protein-coupled receptor 174

76 Igtbp7 ENSMUST00000163898.2 |insulin-like growth factor binding protein 7

77 Tmem64 ENSMUST00000062684.8 |transmembrane protein 64

78 Cpa3 ENSMUSTO00000001921.1 |carboxypeptidase A3, mast cell

79 Zbtb42 ENSMUST00000174780.1 |zinc finger and BTB domain containing 42

80 Zp266 ENSMUSTO00000174462.2 |zinc finger protein 266

81 Naa20 ENSMUSTO00000110000.2 | N(alpha)-acetyltransferase 20, NatB catalytic subunit

82 Kpna7 ENSMUSTO00000110673.2 | karyopherin alpha 7 (importin alpha 8)

83 Cntnap5c ENSMUSTO00000076038.5 |contactin associated protein-like 5C

84 Sypl ENSMUSTO00000076698.6 |synaptophysin-like protein

85 Gm3033 ENSMUSTO00000112792.3 |predicted gene 3033

86 Gm11007 ENSMUSTO00000178120.2 |predicted gene 11007

87 Gm2007 ENSMUSTO00000178133.2 |predicted gene 2007

88 Pdcd4 ENSMUST00000074371.6 |programmed cell death 4

89 Cxcl3 ENSMUST00000031326.8 | chemokine (C-X-C motif) ligand 3

90 Etl4 ENSMUSTO00000114606.2 |enhancer trap locus 4

91 Pyroxdl ENSMUST00000041852.7 Il)yn'dine nucleotide-disulphide oxidoreductase domain

92 Mamld1 ENSMUSTO00000082088.4 | mastermind-like domain containing 1

93 Olf170 ENSMUST00000055545.3 ] olfactory receptor 70

94 Egfr ENSMUST00000020329.7 |epidermal growth factor receptor

95 Gent2 ENSMUST00000110191.3 glucosaminyl (N-acetyl) transferase 2, I-branching

enzyme




96 Rgn ENSMUST00000023832.6 |regucalcin
97 TywS5 ENSMUST00000162686.2 |tRNA-yW synthesizing protein 5
98 Akrlcl3 ENSMUST00000021634.2 |aldo-keto reductase family 1, member C13
99 Dos ENSMUST00000170219.3 |downstream of Stk11
100 Mel2 ENSMUSTO00000041550 6 iz;cii)ghage galactose N-acetyl-galactosamine specific
101 Ap3ml ENSMUST00000154460.2 |adaptor-related protein complex 3, mu 1 subunit
102 Uspl5 ENSMUST00000020334.7 |ubiquitin specific peptidase 15
103 Ccnd2 ENSMUST00000000188.8 |cyclin D2
104 H2afz ENSMUST00000173790.2 |H2A histone family, member Z
105 1117d ENSMUST00000089494.4 |interleukin 17D
106 Ddx5 ENSMUST00000021062.6 |DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
107 Palm2Akap2 ENSMUST00000150412.1 |Palm2-Akap2 readthrough transcript
108 Gm10228 ENSMUSTO00000089105.2 | predicted gene 10228
109 Gm10083 ENSMUST00000074466.5 |predicted gene 10083
110 Dmrtcla ENSMUST00000120808.2 |DMRT-like family Cla
11 Sle5a3 ENSMUST00000113975.2 ;olute carrier family 5 (inositol transporters), member
sema domain, immunoglobulin domain (Ig),
112 Semada ENSMUST00000029700.6 |transmembrane domain (TM) and short cytoplasmic
domain, (semaphorin) 4A
113 K1hl34 ENSMUSTO00000087157.4 |kelch-like 34
114 Zfp616 ENSMUSTO00000178159.1 |zinc finger protein 616
115 DI10Jhu8le ENSMUST00000001242.7 DNA segment, Chr 10, Johns Hopkins University 81
expressed
116 Nifxl1 ENSMUSTO00000087216.6 |nuclear transcription factor, X-box binding-like 1
117 Klhl15 ENSMUST00000113915.1 |kelch-like 15
118 Gm10109 ENSMUSTO00000072123.4 |predicted gene 10109
119 Stbdl ENSMUST00000050952.3 |starch binding domain 1
120 Mtmrl2 ENSMUSTO00000038172.9 |myotubularin related protein 12
121 Glplr ENSMUST00000114574.1 | glucagon-like peptide 1 receptor
122 Wasf3 ENSMUST00000016143.7 | WAS protein family, member 3
123 Gnpnat1 ENSMUST00000046191.7 | glucosamine-phosphate N-acetyltransferase 1
124 Magea2 ENSMUSTO00000069477.2 |melanoma antigen, family A, 2
125 4833413E03Rik ENSMUST00000160270.1 |RIKEN cDNA 4833413E03 gene
126 Mpped2 ENSMUSTO00000111063.2 |metallophosphoesterase domain containing 2
127 Gm3532 ENSMUST00000181880.1 |predicted gene 3532
128 Dazl ENSMUST00000010736.7 |deleted in azoospermia-like
129 Fzd3 ENSMUSTO00000131309.1 |frizzled homolog 3 (Drosophila)
130 Rpl17 ENSMUST00000079716.5 |ribosomal protein L17
131 Gm266 ENSMUSTO00000010673.5 |predicted gene 266
132 Drl ENSMUST00000031190.4 | down-regulator of transcription 1
133 Rnfl41 ENSMUSTO00000177236.2 |ring finger protein 141
134 Churcl ENSMUST00000110399.2 | churchill domain containing 1
135 Gm&271 ENSMUSTO00000171053.1 |predicted gene 8271
136 Alcf ENSMUST00000075838.5 |APOBEC1 complementation factor
137 Sic5a7 ENSMUSTO00000095712.3  |solute carrier family 5 (choline transporter), member 7
138 Gm3755 ENSMUST00000169555.1 |predicted gene 3755
139 Gm2244 ENSMUST00000164372.1 |predicted gene 2244
140 Gm3278 ENSMUST00000164459.1 |predicted gene 3278
141 Bpifb3 ENSMUST00000088950.2 |BPI fold containing family B, member 3
142 Gm10408 ENSMUSTO00000096168.5 |predicted gene 10408




143 Gm8050 ENSMUST00000171987.1 |predicted gene 8050

144 Ncoa3 ENSMUSTO00000088095.5 |nuclear receptor coactivator 3

145 Pelil ENSMUST00000093290.6 |pellino 1

146 Foxhl ENSMUST00000037824.4 | forkhead box H1

147 Rai2 ENSMUST00000061514.7 |retinoic acid induced 2

148 Pdedd ENSMUST00000120664.2 |phosphodiesterase 4D, cAMP specific

149 Jazfl ENSMUST00000074541.5 |JAZF zinc finger 1

150 Edc3 ENSMUST00000043990.8 | cnancer of mRNA decapping 3 homolog (S.
cerevisiae)

151 Dpy30 ENSMUSTO00000164832.2 |dpy-30 homolog (C. elegans)

152 Pex13 ENSMUST00000020523.3  |peroxisomal biogenesis factor 13

153 Rimkla ENSMUST00000049994. 7 ribosomal modification protein rimK-like family
member A

154 Blmh ENSMUST00000021197.4 | bleomycin hydrolase

155 Adiporl ENSMUST00000027727.9 ] adiponectin receptor 1

156 Piddl ENSMUST00000026580.6 |p53 induced death domain protein 1

157 Eif4a2 ENSMUSTO00000077605.6 |eukaryotic translation initiation factor 4A2

158 Prss56 ENSMUST00000044533.8 |protease, serine 56

159 Tceal ENSMUST00000165720.2 |transcription elongation factor A (SII) 1

160 Magix ENSMUST00000115695.3 |MAGI family member, X-linked

161 Ctr9 ENSMUST00000005749. 5 Ctr9, Pafl/RNA pc.)l.ymerase II complex component,
homolog (S. cerevisiae)

162 Pdcl2 ENSMUST00000122213.2 | phosducin-like 2

163 Atp6apl ENSMUSTO000001 14171 4 IIATPase, H+ transporting, lysosomal accessory protein

164 AAT92892 ENSMUSTO00000097477.3 | expressed sequence AA792892

165 Zthx3 ENSMUSTO00000043896.9 |zinc finger homeobox 3

166 Pbk ENSMUST00000022612.4 |PDZ binding kinase

167 Efcab14 ENSMUST00000074425.7 |EF-hand calcium binding domain 14

168 Kengs ENSMUST00000029667.7 potassium voltage-gated channel, subfamily Q,
member 5

169 Foxql ENSMUST00000042118.9 | forkhead box Q1

170 Tcte2 ENSMUSTO00000130033.2 |t-complex-associated testis expressed 2

171 S1c39a8 ENSMUST00000180196.2 solute carrier family 39 (metal ion transporter),
member 8

172 Mad211 ENSMUST00000101343.1 |MAD2 mitotic arrest deficient-like 1

173 Tubalb ENSMUST00000077577.7 |tubulin, alpha 1B

174 Apol7c ENSMUST00000062562.5 ]apolipoprotein L 7c

175 Kirb1b ENSMUST00000032472.5 killer cell lectin-like receptor subfamily B member 1B

176 Brwdl ENSMUSTO00000113829.2 |bromodomain and WD repeat domain containing 1

177 Plcel ENSMUSTO00000169713.3  |phospholipase C, epsilon 1

178| 4933411G11Rik ENSMUST00000031574.4 |RIKEN cDNA 4933411G11Rik gene

179 Caapl ENSMUST00000030313.8 |caspase activity and apoptosis inhibitor 1

180 Cdknlc ENSMUST00000167912.2 | cyclin-dependent kinase inhibitor 1C (P57)

181 Chrnb3 ENSMUSTO00000079463.5 |cholinergic receptor, nicotinic, beta polypeptide 3

182 Fgfl4 ENSMUST00000095529.4 | fibroblast growth factor 14

183 Immt ENSMUSTO00000166975.2 |inner membrane protein, mitochondrial

184 QOas1b ENSMUST00000086377.3 |2'-5' oligoadenylate synthetase 1B

185 Nerl ENSMUST00000006792.4 |natural cytotoxicity triggering receptor 1

186 Ttl14 ENSMUSTO00000042125.9 |tubulin tyrosine ligase-like family, member 4

187 Dhx15 ENSMUSTO00000031061.7 |DEAH (Asp-Glu-Ala-His) box polypeptide 15




188 Gpalppl ENSMUST00000022585.3 |GPALPP motifs containing 1

189 Triapl ENSMUST00000031508.4 | TP53 regulated inhibitor of apoptosis 1

190 Syngr2 ENSMUSTO00000177131.2 |synaptogyrin 2

191 Xk ENSMUST00000015486.6 Kell blood group precursor (McLeod phenotype)
homolog

192 1600014C10Rik ENSMUST00000165308.2 | RIKEN cDNA 1600014C10 gene

193 PAhad ENSMUST00000174616.2 procc?llagen-proline, 2-oxoglutarate 4-di0x.ygenase
(proline 4-hydroxylase), alpha II polypeptide

194 Sebox ENSMUST00000001130.7 | SEBOX homeobox

195 Pax9 ENSMUST00000001538.9 | paired box 9

196 Atpl10b ENSMUST00000077659.5 | ATPase, class V, type 10B

197 Stat4 ENSMUST00000168302.2 |signal transducer and activator of transcription 4

198 Zpbp2 ENSMUSTO00000081033.7 |zona pellucida binding protein 2

199 4930549C01Rik ENSMUST00000046647.2 | RIKEN cDNA 4930549C01 gene

200 Fbxl14 ENSMUST00000039234.4 |F-box and leucine-rich repeat protein 4

201 Ppmla ENSMUST00000021514.8 Protein phosphatase 1A, magnesium dependent, alpha
isoform

202 Gm5878 ENSMUSTO00000113802.3 |predicted gene 5878

203 Fam134b ENSMUST00000022881.8 | family with sequence similarity 134, member B

204 Nexn ENSMUST00000046045.8 |nexilin

205 Stip4 ENSMUSTO00000002883.5 |secreted frizzled-related protein 4

206 Gimapl ENSMUST00000054368.4 |GTPase, IMAP family member 1

207 Zbtb33 ENSMUST00000049740.2 |zinc finger and BTB domain containing 33

208 Usp51 ENSMUSTO00000095755.3  Jubiquitin specific protease 51

209 Pecr ENSMUST00000027381.7 |peroxisomal trans-2-enoyl-CoA reductase

210 Grhll ENSMUST00000020985.8 | grainyhead-like 1 (Drosophila)

211 Mtf2 ENSMUSTO00000081567.5 |metal response element binding transcription factor 2

212 Tfap2b ENSMUST00000027059.5 |transcription factor AP-2 beta

213 Mxil ENSMUST00000003870.8 |Max interacting protein 1

214 Gtpbp10 ENSMUSTO00000115441.3 |GTP-binding protein 10 (putative)

215 Al593442 ENSMUST00000098768.2 |expressed sequence A1593442

216 Serf2 ENSMUST00000139253.2 |small EDRK-rich factor 2

217 Slc4lal ENSMUSTO00000086559.6 |solute carrier family 41, member 1

218 Rwdd2b ENSMUST00000039101.6  |RWD domain containing 2B

219 Spopl ENSMUST00000132484.1 |speckle-type POZ protein-like

220 Tmem?263 ENSMUST00000095383.4 | transmembrane protein 263

221 Nebl ENSMUST00000028080.6 |nebulette

222 Tsc22d4 ENSMUST00000100539.4 |TSC22 domain family, member 4

223 Dnajcl9 ENSMUSTO00000117223.1 |DnaJ (Hsp40) homolog, subfamily C, member 19

294 Herpud| ENSMUST00000161576.2 hochysteing-in@gci?le, endoplasmic reticulum stress-
inducible, ubiquitin-like domain member |

225 Gmcl 1 ENSMUSTO00000001185.8 | germ cell-less homolog 1 (Drosophila)

226 Atp6v0ad ENSMUST00000040259.5 |ATPase, H+ transporting, lysosomal VO subunit A4

227 Lpar5 ENSMUST00000088292.5 |lysophosphatidic acid receptor 5

228 Nek1 ENSMUSTO00000116522.2 Illon-catalytic region of tyrosine kinase adaptor protein

229 Defb38 ENSMUST00000066416.3 | defensin beta 38

230 Paox ENSMUST00000026537.6 |polyamine oxidase (exo-N4-amino)

231 Aifll ENSMUST00000001920.7 ]allograft inflammatory factor 1-like

232 Txndel2 ENSMUST00000030296.8 thioredoxin domain containing 12 (endoplasmic

reticulum)




COP9 (constitutive photomorphogenic) homolog,

233 Cops2 ENSMUST00000110463.2 subunit 2 (Arabidopsis thaliana)
234 Ss18l1 ENSMUST00000041126.8 i}énl(?]\(/ial1 sarcoma translocation gene on chromosome
-like

235 Mc3r ENSMUSTO00000038532.1 |melanocortin 3 receptor

236 Plscr4 ENSMUST00000034941.8 |phospholipid scramblase 4

237 Hsphl ENSMUST00000074846.8 | heat shock 105kDa/110kDa protein 1

238 Hist1h2bm ENSMUSTO00000110476.3 |histone cluster 1, H2bm

239 Rab37 ENSMUST00000067754.5 |RAB37, member RAS oncogene family

240 Lmtk2 ENSMUST00000041804.7 |lemur tyrosine kinase 2

241 Tafla ENSMUSTO00000097043 .5 TATA box binding protein (Tbp)-associated factor,
RNA polymerase I, A

242 Olfr1426 ENSMUST00000112952.1 |olfactory receptor 1426

243 Acot7 ENSMUST00000167926.2 |acyl-CoA thioesterase 7

244 Gm7120 ENSMUSTO00000177361.1 |predicted gene 7120

245 Lix1 ENSMUSTO00000115576.2 |limb expression 1 homolog (chicken)

246 Ryr3 ENSMUST00000080673.6 |ryanodine receptor 3

247 Ctsl ENSMUST00000021933.7 |cathepsin L

248 Gm16039 ENSMUST00000162034.2 | predicted gene 16039

249 Satl ENSMUST00000026318.9 |spermidine/spermine N1-acetyl transferase 1

250 Otud6b ENSMUST00000117268.2 |OTU domain containing 6B

251 Igtbp4 ENSMUSTO00000017637.7 |insulin-like growth factor binding protein 4

252 Gnpat ENSMUST00000034466.4 | glyceronephosphate O-acyltransferase

253 Gabrb1 ENSMUST00000031122.7 |gamma-aminobutyric acid (GABA) A receptor,
subunit beta 1

254 Actl6a ENSMUST00000029214.8 |actin-like 6A

255 Onecutl ENSMUST00000056006.10 |one cut domain, family member 1

256 Scdl ENSMUSTO00000041331.2 |stearoyl-Coenzyme A desaturase 1

257 Stcl ENSMUST00000014957.8 |stanniocalcin 1

258 BC026585 ENSMUST00000119891.1 |cDNA sequence BC026585

259 Tex16 ENSMUST00000038546.6 |testis expressed gene 16

260 Fundcl ENSMUST00000026016.7 |FUN14 domain containing 1

261 Ick ENSMUSTO00000044551.7 |intestinal cell kinase

262 Sle7a3 ENSMUST00000101362.2 solute carrier family 7 (cationic amino acid transporter,
y+ system), member 3

263 RS ENSMUST00000107254.2 regulat(?ry factor X, 5 (influences HLA class II
expression)

264 Tbcldl3 ENSMUST00000044556.6 | TBC1 domain family, member 13

265 Zscan22 ENSMUSTO00000117189.1 |zinc finger and SCAN domain containing 22

266 Pcdhb3 ENSMUSTO00000051754.1 |protocadherin beta 3

267 1d4 ENSMUST00000021810.1 |inhibitor of DNA binding 4

268 Mug? ENSMUST00000081777.6 | murinoglobulin 2

269 Galm ENSMUST00000039205.5 | galactose mutarotase

270 Mpdz ENSMUST00000107262.2 |multiple PDZ domain protein

271 Mxra7 ENSMUSTO00000047715.6 |matrix-remodelling associated 7

272 Irx4 ENSMUSTO00000176684.2 |Iroquois related homeobox 4 (Drosophila)

273 Emilin2 ENSMUST00000024849.9 |elastin microfibril interfacer 2

274 Pdhal ENSMUST00000033662.8 |pyruvate dehydrogenase E1 alpha 1

275 Fads3 ENSMUSTO00000115995.2 | fatty acid desaturase 3

276 Actr2 ENSMUST00000000137.7 | ARP2 actin-related protein 2

277 753 ENSMUSTO00000076664.6 |zinc finger protein 53

278  9430069107Rik ENSMUST00000179647.1 |RIKEN cDNA 9430069107 gene




279 Gm10061 ENSMUST00000073111.2 | predicted gene 10061

280 Dazapl ENSMUST00000105362.2 | DAZ associated protein 1

281 D930020B18Rik ENSMUST00000120642.2 | RIKEN ¢cDNA D930020B18 gene

282 Ttc8 ENSMUSTO00000079146.7 |tetratricopeptide repeat domain 8

283 Gipc2 ENSMUST00000046614.9 |GIPC PDZ domain containing family, member 2

284 Gm10134 ENSMUST00000074761.4 |predicted gene 10134

285 Mblac2 ENSMUST00000057598.5 | metallo-beta-lactamase domain containing 2

286 Pdssh ENSMUSTO00000016569 5 PDSS, re.g}llator of cohesion maintenance, homolog B
(S. cerevisiae)

287 Asbl7 ENSMUST00000044089.3 |ankyrin repeat and SOCS box-containing 17

288 Prrgl ENSMUSTO00000114025.2 |proline rich Gla (G-carboxyglutamic acid) 1

239 Mier ENSMUSTO00000109272.3 r3nesoderm induction early response 1, family member

290 Coll10al ENSMUSTO00000105511.1 |collagen, type X, alpha 1

291 Pan3 ENSMUST00000176600.2 PAN3 pglyA specific ribonuclease subunit homolog
(S. cerevisiae)

292 Mmpl0 ENSMUSTO00000034488.2 |matrix metallopeptidase 10

293 Cnot6l ENSMUSTO00000155901.2 |CCR4-NOT transcription complex, subunit 6-like

294 Hist2h2be ENSMUST00000090781.7 | histone cluster 2, H2be

295 Rabl1fip4 ENSMUST00000017783.7 |RABI11 family interacting protein 4 (class II)

296 Whbp5 ENSMUSTO00000048687.5 | WW domain binding protein 5

297 Bhlhe22 ENSMUST00000026120.7 |basic helix-loop-helix family, member ¢22

298 112ra ENSMUSTO00000028111.4 Jinterleukin 2 receptor, alpha chain

299 Pfdn4 ENSMUST00000063682.6 | prefoldin 4

300 Armc9 ENSMUST00000131412.2 Jarmadillo repeat containing 9

301 Bazlb ENSMUST00000002825.5 |bromodomain adjacent to zinc finger domain, 1B

302 Pemtdl ENSMUSTO00000061280.11 |Protein-L-isoaspartate (D-aspartate) O-
methyltransferase domain containing 1

303 Adcy3 ENSMUSTO00000124505.2 |adenylate cyclase 3

304 Tmem?237 ENSMUST00000094917.4 | transmembrane protein 237

305 Rgs9bp ENSMUST00000069912.5 |regulator of G-protein signalling 9 binding protein

306 Al606181 ENSMUST00000099454.3 | expressed sequence AI606181

307 Fry ENSMUSTO00000087204.5 | furry homolog (Drosophila)

308 Zp874a ENSMUSTO00000057241.9 |zinc finger protein 874a

309 Crlf3 ENSMUST00000103233.4 |cytokine receptor-like factor 3

310 Smim9 ENSMUSTO00000101433.3 |small integral membrane protein 9

311 Rbbp5 ENSMUST00000027700.9 |retinoblastoma binding protein 5

312 Olfr613 ENSMUSTO00000106888.1 |olfactory receptor 613

313 Edil3 ENSMUSTO00000081769.7 |EGF-like repeats and discoidin I-like domains 3

314 Hiflan ENSMUST00000040455.4 |hypoxia-inducible factor 1, alpha subunit inhibitor

315 D5Ertd577e ENSMUST00000094593.3 |DNA segment, Chr 5, ERATO Doi 577, expressed

316 Snx6 ENSMUSTO00000005798.8 |sorting nexin 6

317 MIfl ENSMUST00000061322.8 |myeloid leukemia factor 1

318 Gabrb2 ENSMUST00000007797.4 | 22mma-aminobutyric acid (GABA) A receptor,
subunit beta 2

319 Ptpn21 ENSMUSTO00000170188.2 |protein tyrosine phosphatase, non-receptor type 21

320 Algl0b ENSMUSTO00000100309. 1 asparagine-linked glycosylation 10B (alpha-1,2-
glucosyltransferase)

321 Pura ENSMUST00000051301.3  |purine rich element binding protein A

322 Ina ENSMUSTO00000037636.3 irllt;rnexin neuronal intermediate filament protein,
alpha

323 Gprll1 ENSMUST00000113614.2 |G protein-coupled receptor 111




324 Gm5128 ENSMUST00000180198.1 |predicted gene 5128

325 Jrkl ENSMUST00000110582.2 | Jrk-like

326 Potlb ENSMUSTO00000086876.5 |protection of telomeres 1B

327 Gulpl ENSMUST00000162600.1 |GULP, engulfment adaptor PTB domain containing 1

328 Angptl1 ENSMUST00000027885.7 |angiopoietin-like 1

329] 9130401MO1Rik ENSMUST00000177504.3 | RIKEN cDNA 9130401MO1 gene

330 Lirc4 ENSMUST00000062304.6 |leucine rich repeat containing 4

331 Msantd4 ENSMUST00000047173.9 | VIYD/SANT-like DNA-binding domain containing 4
with coiled-coils

332 Mafk ENSMUST00000018287 4 V-m'af muscu?oaponegrotic fibrosarcoma oncogene
family, protein K (avian)

333 Rfc3 ENSMUSTO00000038131.9 |replication factor C (activator 1) 3

334 114 ENSMUST00000150568.2 |interleukin 4

335 SlcTad ENSMUST00000057784.9 solute carrier family 7 (cationic amino acid transporter,
y+ system), member 2

336 Six6 ENSMUST00000021519.6 |sine oculis-related homeobox 6

337 CdeT3 ENSMUST00000018337.8 cell division cycle 73, Pafl/RNA polymerase II
complex component

338 Mcmdc2 ENSMUST00000171802.2 |minichromosome maintenance domain containing 2

339 AB041806 ENSMUST00000062902.6 | hypothetical protein, MNCb-2457

340 Smyd4 ENSMUST00000044530.2 |SET and MYND domain containing 4

341 Smim3 ENSMUSTO00000042710.6 |small integral membrane protein 3

342 Gabrad ENSMUST00000031121.5 |82mma-aminobutyric acid (GABA) A receptor,
subunit alpha 4

343 Rpl5 ENSMUST00000082223.7 |ribosomal protein L5

344 Eya3 ENSMUSTO00000081726.7 |eyes absent 3 homolog (Drosophila)

345 Kend2 ENSMUST00000081542.5 potassium voltage-gated channel, Shal-related family,
member 2

346 Snrk ENSMUST00000120173.2 | SNF related kinase

347 Slc2al? ENSMUSTO00000042261 4 solute carrier family 2 (facilitated glucose transporter),
member 12

348 Zfp664 ENSMUSTO00000111417.3 |zinc finger protein 664

349 Lirc49 ENSMUSTO00000053171.8 |leucine rich repeat containing 49

350 Capn7 ENSMUST00000022451.8 | calpain 7

351 Ptkm ENSMUST00000163507.2 |phosphofructokinase, muscle

352 Clcn4-2 ENSMUST00000000619.6 | chloride channel 4-2

353] 2610021A01Rik ENSMUST00000163475.1 |RIKEN cDNA 2610021A01 gene

354 Colda3bp ENSMUST00000077672.5 | C11agen. type IV, alpha 3 (Goodpasture antigen)
binding protein

355 Tpd52 ENSMUST00000120143.2 | tumor protein D52

356 Cmah ENSMUST00000167746.2 cytidine monophospho-N-acetylneuraminic acid
hydroxylase

357 Mrps36 ENSMUST00000109333.2 | mitochondrial ribosomal protein S36

358 Hnmpa2bl ENSMUSTO00000114459.2 |heterogeneous nuclear ribonucleoprotein A2/B1

359 Pwwp2a ENSMUST00000094294.4 |PWWP domain containing 2A

360 Elovl6 ENSMUST00000071402.2 ELOVIj family member 6, elongation of long chain
fatty acids (yeast)

361 Tcf24 ENSMUSTO00000185184.1 |transcription factor 24

362 Pmaipl ENSMUST00000025399.7 | phorbol-12-myristate-13-acetate-induced protein 1

363 Ugt2b34 ENSMUSTO00000113333.1 UDP glucuronosyltransferase 2 family, polypeptide

B34




solute carrier family 15 (H+/peptide transporter),

364 Slcl5a2 ENSMUST00000023616.3
member 2

365 Foxi3 ENSMUST00000069634.5 | forkhead box I3

366 Nbn ENSMUST00000029879.9  |nibrin

367 Crxos ENSMUSTO00000150050.2 |cone-rod homeobox, opposite strand

368 Arhgap6 ENSMUSTO00000112131.3 |Rho GTPase activating protein 6

369 Rab9b ENSMUST00000058814.6 |RAB9B, member RAS oncogene family

370 Ube2d3 ENSMUST00000166033.1 |ubiquitin-conjugating enzyme E2D 3

371 Atpsgl ENSMUSTO00000090541 6 ATP synthase, ﬂ+ transportipg, mitochondrial FO
complex, subunit C1 (subunit 9)

372 Kenab1 ENSMUST00000161404.2 potassiI.Jm voltage-gated channel, shaker-related
subfamily, beta member 1

373 Kens3 ENSMUST00000164495.2 potassilllm voltage-gated channel, delayed-rectifier,
subfamily S, member 3

374 Ssrl ENSMUST00000021864.6 |signal sequence receptor, alpha

375 Gotlll ENSMUSTO00000038174.6 | glutamic-oxaloacetic transaminase 1-like 1

376 Hebp2 ENSMUST00000020000.5 |heme binding protein 2

377 Blcap ENSMUSTO00000109528.3 | bladder cancer associated protein homolog (human)

378 Cd59b ENSMUST00000090429.2 | CD59b antigen

379 Gnai2 ENSMUST00000055704.6 guamne nucleotide binding protein (G protein), alpha
inhibiting 2

380 Erall ENSMUST00000021183.3 | Era (G-protein)-like 1 (E. coli)

381 Cxxc4 ENSMUST00000181904.1 |CXXC finger 4

382 Atfo ENSMUST00000027974.6 |activating transcription factor 6

383 Mkx ENSMUSTO00000079788.5 |mohawk homeobox

384 Histlh4c ENSMUSTO00000102967.1 |histone cluster 1, H4c

385 SrpS4a ENSMUST00000021407.10 |signal recognition particle S54A

386 Nsmee2 ENSMUST00000168722.1 non-SMC element 2 homolog (MMS?21, S. cerevisiae)

387 Dtl ENSMUST00000027933.5 |denticleless homolog (Drosophila)

388 AU016765 ENSMUST00000169472.1 |expressed sequence AU016765

389 Paqr9 ENSMUST00000079597.6 |progestin and adipo(Q) receptor family member IX

390 Rbpj ENSMUSTO00000087360 3 ?ecombination §ignal binding protein for
immunoglobulin kappa J region

391 Fam73a ENSMUSTO00000073089.7 | family with sequence similarity 73, member A

392 Nt5dcl ENSMUSTO00000047885.8 | 5'-nucleotidase domain containing 1

393 Vikorelll ENSMUST00000073945.4 \l/itamin K epoxide reductase complex, subunit 1-like

394 Ykt6 ENSMUST00000002818.8 | YKT6 homolog (S. Cerevisiae)

395 Gm9970 ENSMUST00000068997.3 |predicted gene 9970

396 Nat3 ENSMUSTO00000070514.3 | N-acetyltransferase 3

397 Trim43c ENSMUSTO00000163255.3 |tripartite motif-containing 43C

398 Hifla ENSMUST00000110461.2 |hypoxia inducible factor 1, alpha subunit

399 Rabl4 ENSMUST00000113025.1 |RAB14, member RAS oncogene family

400 Bhmt2 ENSMUSTO00000015941.7 |betaine-homocysteine methyltransferase 2

401 Mrm1 ENSMUST00000018549.7 mitoc':h'ondrial rRNA methyltransferase 1 homolog (S.
cerevisiae)

402 Lcorl ENSMUST00000045586.7 |ligand dependent nuclear receptor corepressor-like

403] A130051J06Rik ENSMUST00000180649.1 |RIKEN cDNA A130051J0 gene

404 Gvinl ENSMUST00000006667.5 |GTPase, very large interferon inducible 1

405 Gm4070 ENSMUSTO00000106766.3 |predicted gene 4070

406 Srgapl ENSMUST00000020322.6 |SLIT-ROBO Rho GTPase activating protein 1




407 Igf2bp3 ENSMUST00000031838.7 |insulin-like growth factor 2 mRNA binding protein 3

408 Hist1h2bh ENSMUSTO00000078156.4 |histone cluster 1, H2bh

409 Suzl2 ENSMUST00000017692.9  |suppressor of zeste 12 homolog (Drosophila)

410 Trim43a ENSMUSTO00000164661.3 |tripartite motif-containing 43A

411 Bnip3l ENSMUSTO00000111115.2 |BCL2/adenovirus E1B interacting protein 3-like

412 Zak ENSMUST00000135469.2 st.erile alpha motif and leucine zipper containing
kinase AZK

413 Fkbp7 ENSMUST00000002809.8 | FK506 binding protein 7

414 Gm3055 ENSMUST00000105316.2 |predicted gene 3055

415 Becnl ENSMUSTO00000130916.2 |beclin 1, autophagy related

416 Hpgds ENSMUST00000031982.4 |hematopoietic prostaglandin D synthase

417 Mfsd4 ENSMUST00000046658.4 |major facilitator superfamily domain containing 4

418 Mip ENSMUST00000026455.7 |major intrinsic protein of eye lens fiber

419 Trmt10a ENSMUST00000040321.7 |tRNA methyltransferase 10A

420 Zfp781 ENSMUSTO00000076281.5 |zinc finger protein 781

421 Gm5444 ENSMUST00000065956.3 |predicted gene 5444

422 Taf4b ENSMUST00000169862.1 | 4B RNA polymerase I, TATA box binding
protein (TBP)-associated factor

423 Ubr3 ENSMUSTO00000055758.10 |ubiquitin protein ligase E3 component n-recognin 3

424 Eif5a2 ENSMUST00000060500.7 |eukaryotic translation initiation factor SA2

425 Sptssb ENSMUSTO00000171529.2  |serine palmitoyltransferase, small subunit B

426 Algl4 ENSMUST00000039442.7 |asparagine-linked glycosylation 14

427 Mettl15 ENSMUSTO00000081631.4 | methyltransferase like 15

428 St8siad ENSMUST00000043336.5 |5 1© alpha-N-acetyl-neuraminide alpha-2,8-
sialyltransferase 4

429 Z{p352 ENSMUST00000107129.1 |zinc finger protein 352

430 Clasp?2 ENSMUST00000166734.3 |CLIP associating protein 2

431 DvI2 ENSMUST00000190940.1 |dishevelled 2, dsh homolog (Drosophila)

432 Mpp5 ENSMUSTO00000082024. 5 memb@ne protein, palmitoylated 5 (MAGUK p55
subfamily member 5)

433 Z{p292 ENSMUST00000098163.3 |zinc finger protein 292

434 Sp54b ENSMUSTO00000110708.2 |signal recognition particle 54B

435 Atf7ip2 ENSMUST00000044005.8 |activating transcription factor 7 interacting protein 2

436 Lmo3 ENSMUST00000162772.2 |LIM domain only 3

437 Prpsl ENSMUSTO00000033809.3 |phosphoribosyl pyrophosphate synthetase 1

438 BC030500 ENSMUST00000062978.6 | cDNA sequence BC030500

439 Ipcefl ENSMUSTO00000105617.2 |interaction protein for cytohesin exchange factors 1

440 Btg2 ENSMUST00000020692.6 |B cell translocation gene 2, anti-proliferative

441 Bok ENSMUST00000027499.7 |BCL2-related ovarian killer protein

442 Sfipl ENSMUST00000033952.7 |secreted frizzled-related protein 1

443 Myol6 ENSMUST00000042103.8 |myosin XVI

444 Lifr ENSMUSTO00000171588.1 |leukemia inhibitory factor receptor

445 Slcl0a7 ENSMUST00000034111.8 solu.te carrier family 10 (sodium/bile acid cotransporter
family), member 7

446 Ketd18 ENSMUST00000164963.2 Il)ztassium channel tetramerisation domain containing

447 Zicl ENSMUST00000034927.7 |zinc finger protein of the cerebellum 1

448 Neurogl ENSMUST00000058475.4  |neurogenin 1

449 Sreklipl ENSMUST00000022230.9 splicing .regulator.y glutamine/lysine-rich protein
linteracting protein 1

450 Wsbl ENSMUST00000017821.6 | WD repeat and SOCS box-containing 1

451 Etnk1 ENSMUST00000032413.4 |ethanolamine kinase 1




452 Vtal ENSMUST00000154132.2 | Vps20-associated 1 homolog (S. cerevisiae)

453 Npyb6r ENSMUST00000042747.3 |neuropeptide Y receptor Y6

454 Cep97 ENSMUST00000023270.8 |centrosomal protein 97

455 Gm9804 ENSMUST00000056234.3 |predicted gene 9804

456 Gxyltl ENSMUST00000057896.4 | glucoside xylosyltransferase 1

457 Slc5a6 ENSMUSTO00000114665.2 solute carrier family 5 (sodium-dependent vitamin
transporter), member 6

458 Hspa4 ENSMUST00000020630.7 |heat shock protein 4

459 Pycr2 ENSMUST00000027802.7 |pyrroline-5-carboxylate reductase family, member 2

460 Mcolnl ENSMUSTO00000004683.7 |mucolipin 1

461| B230219D22Rik ENSMUST00000057844.8 | RIKEN cDNA B230219D22 gene

462 Krt7 ENSMUST00000068904.8 | keratin 7

463 Lyrm1 ENSMUST00000106516.1 |LYR motif containing 1

464 Sesn3 ENSMUST00000034507.7 |sestrin 3

465 Gabral ENSMUST00000020707.6 | 22mma-aminobutyric acid (GABA) A receptor,
subunit alpha 1

466 Rfwd3 ENSMUST00000038739.4 |ring finger and WD repeat domain 3

467 Itgbl ENSMUSTO00000090006.6 |integrin beta 1 (fibronectin receptor beta)

468 1117a ENSMUST00000027061.4 |interleukin 17A

469 Atplla ENSMUSTO00000033818.4 | ATPase, class VI, type 11A

470 Olfr1 64 ENSMUST00000056727.4 | olfactory receptor 164

471 Pcdhbl7 ENSMUST00000053856.4 | protocadherin beta 17

472 Zfp512 ENSMUST00000076264.4 |zinc finger protein 512

473 Gid4 ENSMUST00000070681.6 |10 complex subunit 4, VID24 homolog (S.
cerevisiae)

474 Z1p281 ENSMUST00000047734.9 |zinc finger protein 281

475 Lirtm1 ENSMUST00000159616.1 |leucine rich repeat transmembrane neuronal 1

476 LamtorS ENSMUST00000145735. 1 latg endosomal/lysosomal adaptor, MAPK and MTOR
activator 5

477 Ctsr ENSMUST00000021889.4 |cathepsin R

478 Sox1 ENSMUSTO00000180353.1 |SRY (sex determining region Y)-box 1

479 Ankefl ENSMUST00000121717.1 |ankyrin repeat and EF-hand domain containing 1

480 Htt ENSMUST00000080036.2 | huntingtin

481 Plk1 ENSMUST00000033154.6 |polo-like kinase 1

482 Rhbddl ENSMUST00000027322.8 |rhomboid domain containing 1

483 Cwfl1912 ENSMUST00000027027.5 |CWF19-like 2, cell cycle control (S. pombe)

484 Heatr3 ENSMUST00000034079.8 |HEAT repeat containing 3

485 Ketdo ENSMUST00000078053.7 gotassium channel tetramerisation domain containing

486 Rasgrp3 ENSMUST00000164192.2 |RAS, guanyl releasing protein 3

487 Pop4 ENSMUSTO00000032585.6 proc'essing of pre.cgrsor 4, ribonuclease P/MRP
family, (S. cerevisiae)

488 Pcdhal0 ENSMUST00000115659.4 | protocadherin alpha 10

489 1122 ENSMUST00000096691.4 |interleukin 22

490 Fam122b ENSMUST00000071023.6 | family with sequence similarity 122, member B

491 Strip2 ENSMUSTO00000046028.7 |striatin interacting protein 2

492| 1700001L19Rik ENSMUST00000022007.6 | RIKEN cDNA 1700001L19 gene

493 Zp275 ENSMUSTO00000114499.2 |zinc finger protein 275

494 Dhdh ENSMUST00000011526.4 |dihydrodiol dehydrogenase (dimeric)

495 lltifh ENSMUST00000163808. 1 Lr;ttzrleukin 10-related T cell-derived inducible factor

496 F13al ENSMUSTO00000164727.2 |coagulation factor XIII, Al subunit




497 Ccdel21 ENSMUST00000058825.4 | coiled-coil domain containing 121

498 Acbd3 ENSMUST00000027780.4 |acyl-Coenzyme A binding domain containing 3

499 Srd5a2 ENSMUST00000043458.7 |steroid 5 alpha-reductase 2

500 Hcar2 ENSMUSTO00000057145.5 |hydroxycarboxylic acid receptor 2

501 Dnajcl6 ENSMUST00000038014.5 |DnaJ (Hsp40) homolog, subfamily C, member 16

502 Chrmb4 ENSMUST00000034854.6 |cholinergic receptor, nicotinic, beta polypeptide 4

503 Aszl ENSMUST00000010940.5 ankyr.in. repeat, SAM and basic leucine zipper domain
containing 1
Alport syndrome, mental retardation, midface

504 Ammecrl ENSMUST00000041317.2 |hypoplasia and elliptocytosis chromosomal region
gene 1

505 Acsm4 ENSMUST00000047045.8 ]acyl-CoA synthetase medium-chain family member 4

506 Mctp2 ENSMUST00000079323.6 |multiple C2 domains, transmembrane 2

507] C130032M10Rik ENSMUST00000180393.1 |RIKEN cDNA C130032M10 gene

508 Plekhhl ENSMUSTO00000039928. 5 plejckstn'n homology. domain containing, family H
(with MyTH4 domain) member 1

509 Ddx6 ENSMUST00000170489.1 |DEAD (Asp-Glu-Ala-Asp) box polypeptide 6

510 Zfp3611 ENSMUSTO00000021552.1 |zinc finger protein 36, C3H type-like 1

511 Map2k6 ENSMUST00000020949.6 | mitogen-activated protein kinase kinase 6

512 Hexdc ENSMUST00000038831,9 | hexosaminidase (glycosyl hydrolase family 20,
catalytic domain) containing

513 F2rll ENSMUST00000022185.8 |coagulation factor II (thrombin) receptor-like 1

514 Sic25a35 ENSMUSTO00000018884.5 |solute carrier family 25, member 35

515 Pard6g ENSMUST00000070219.7 |par-6 family cell polarity regulator gamma

516 Mtmr6 ENSMUST00000022563.7 |myotubularin related protein 6

517 Nkx1-2 ENSMUST00000054562.3 |NKI transcription factor related, locus 2 (Drosophila)

518 Znrf2 ENSMUST00000079869.7 |zinc and ring finger 2

519 Fbxl5 ENSMUST00000047857.10 |F-box and leucine-rich repeat protein 5

520 Morc4 ENSMUST00000033811.8 | microrchidia 4

521 FbxI3 ENSMUST00000022720.9 |F-box and leucine-rich repeat protein 3

522 Trim52 ENSMUST00000022708.5 |tripartite motif-containing 52

523 Lirc61 ENSMUSTO00000114545.2 |leucine rich repeat containing 61

524 Hoxd13 ENSMUST00000001872.4 |homeobox D13

525 Srsfl2 ENSMUSTO00000067864.2 |serine/arginine-rich splicing factor 12

526 AI597479 ENSMUST00000010434.7 |expressed sequence AI597479

527] 9230019H11Rik ENSMUST00000095874.2 | RIKEN cDNA 9230019H11 gene

528 Orcl ENSMUST00000102744.3 |origin recognition complex, subunit 1

529 Pdel2 ENSMUST00000052932.9 |phosphodiesterase 12

530 BC027072 ENSMUST00000057405.7 | cDNA sequence BC027072

531 CsPrb2 ENSMUST00000096356.3 00101.1y stimulating factor 2 receptor, beta 2, low-
affinity (granulocyte-macrophage)

532 Tbeedl ENSMUST00000004576.6 | TBCC domain containing 1

533 Tspan2 ENSMUST00000029451.6 | tetraspanin 2

534 Uckl1 ENSMUST00000057816.9 | uridine-cytidine kinase 1-like 1

535 Zbed6 ENSMUST00000027736.7 |zinc finger, BED domain containing 6

536 Zhx1 ENSMUSTO00000175805.3 |zinc fingers and homeoboxes 1

537 Rnase6 ENSMUST00000095923.3 |ribonuclease, RNase A family, 6

538 Mipl13 ENSMUSTO00000172387.2 |mitochondrial ribosomal protein .13

539 Hoxd12 ENSMUST00000001878.5 | homeobox D12

540 Cdl4 ENSMUST00000061829.6 |CDI14 antigen

541 Cd38 ENSMUST00000030964.4 | CD38 antigen

542 Enpep ENSMUST00000029658.8 | glutamyl aminopeptidase




543 Mcccl ENSMUST00000029259.4 | methylcrotonoyl-Coenzyme A carboxylase 1 (alpha)

544 Lyn ENSMUST00000041377.7 . .
Yamaguchi sarcoma viral (v-yes-1) oncogene homolog

545 Gm904 ENSMUST00000099519.1 |predicted gene 904

546 Hyal4 ENSMUSTO00000031691.2 |hyaluronoglucosaminidase 4

547 Kpmp ENSMUST00000072363.4 |keratinocyte expressed, proline-rich

548| 4930432K21Rik ENSMUST00000118856.2 | RIKEN cDNA 4930432K21 gene

549] 6030445D17Rik ENSMUST00000084593.2 | RIKEN cDNA 6030445D17 gene

550 Lip6 ENSMUST00000032322.9 |low density lipoprotein receptor-related protein 6

551 Rabgefl ENSMUST00000119797.2 |RAB guanine nucleotide exchange factor (GEF) 1

552 Hist1h2bk ENSMUST00000110455.3 | histone cluster 1, H2bk

553 Dnasel12 ENSMUSTO00000088506.6 |deoxyribonuclease 1-like 2

554 Cideb ENSMUST00000001497.7 cell de-ath-—inducing DNA fragmentation factor, alpha
subunit-like effector B

555 Rnpc3 ENSMUST00000092154.4 |RNA-binding region (RNP1, RRM) containing 3

556 Ywhah ENSMUST00000019109.7 |/Yrosine 3-monooxygenase/tryptophan 5- ,
monooxygenase activation protein, eta polypeptide

557 Bodl ENSMUST00000058060.8 |biorientation of chromosomes in cell division 1

558 Enophl ENSMUST00000169390.2 | enolase-phosphatase 1

559 Kent2 ENSMUST00000120709.2 | potassium channel, subfamily T, member 2

560 Msh4 ENSMUST00000005630.5 |mutS homolog 4 (E. coli)

561 Mpp3 ENSMUST00000100400.3 membrgne protein, palmitoylated 3 (MAGUK p55
subfamily member 3)

562 Asbl5 ENSMUSTO00000117688.1 ]ankyrin repeat and SOCS box-containing 15

563 Olfm3 ENSMUST00000081752.7 |olfactomedin 3

564 Mrgprb3 ENSMUST00000094383.2 |MAS-related GPR, member B3

565 Ncapg ENSMUSTO00000117396.1 |non-SMC condensin I complex, subunit G

566 Tmcc3 ENSMUST00000065060.6 |transmembrane and coiled coil domains 3

567 BC021891 ENSMUST00000034316.4 | cDNA sequence BC021891

568 Nim 1k ENSMUSTO00000178973.1 |NIMI serine/threonine protein kinase

569 Gprl 65 ENSMUST00000033554.4 |G protein-coupled receptor 165

570 Nsa2 ENSMUST00000073456.7 |NSA2 ribosome biogenesis homolog (S. cerevisiae)

571 Ripkl ENSMUST00000167374.2 rleceptor (TNFRSF)-interacting serine-threonine kinase

572 Bcedin3d ENSMUST00000040313.4 |BCDIN3 domain containing

573] 4930402H24Rik ENSMUST00000044766.9 | RIKEN cDNA 4930402H24 gene

574 Gabpb2 ENSMUST00000107209.2 | GA repeat binding protein, beta 2

575 Mclr ENSMUST00000098324.2 | melanocortin 1 receptor

576 Ankmy?2 ENSMUST00000041640.3 ]ankyrin repeat and MYND domain containing 2

577 Z{p398 ENSMUSTO00000114598.1 |zinc finger protein 398

578 Ing5 ENSMUST00000027505.7 |inhibitor of growth family, member 5

579 Rictor ENSMUSTO00000061656.6 gPTOR independent companion of MTOR, complex

580 Cpd ENSMUST00000021201.5 | carboxypeptidase D

581] 4632428N05Rik ENSMUST00000020301.8 |RIKEN cDNA 4632428N05 gene

582 Samd12 ENSMUSTO00000078673.7 |sterile alpha motif domain containing 12

583 S100al6 ENSMUST00000098910.2 |S100 calcium binding protein A16

584 Myll2a ENSMUST00000148960.2 |myosin, light chain 12A, regulatory, non-sarcomeric

535 Trpm3 ENSMUST00000037901.7 transient receptor potential cation channel, subfamily
M, member 3

586 Gm1045 ENSMUSTO00000178614.1 |predicted gene 1045

587 Dfnas ENSMUST00000031845.7 |deafness, autosomal dominant 5 (human)




588 Mlana ENSMUST00000025719.3  |melan-A

589 Sos2 ENSMUST00000035773.8 |son of sevenless homolog 2 (Drosophila)

590 Gls ENSMUST00000114510.2 | glutaminase

501 Hsd3b7 ENSMUST00000106271.1 hydrc.)xy-delta'l-S-steroid dehydrogenase, 3 beta- and
steroid delta-isomerase 7

592 Ufll ENSMUST00000102994.4 |UFMI1 specific ligase 1

593 Zpbp ENSMUST00000020413.3 | zona pellucida binding protein

594 Fstll ENSMUST00000114763.2 | follistatin-like 1

595 Capn2 ENSMUSTO00000068505.8 | calpain 2

596 Tcfl5 ENSMUST00000037877.10 |transcription factor-like 5 (basic helix-loop-helix)

597 Cldn23 ENSMUST00000060128.5 | claudin 23

598 Gm5531 ENSMUSTO00000055314.3  |predicted gene 5531

599 Mapk8 ENSMUSTO00000111945.3  |mitogen-activated protein kinase 8

600 Acssl ENSMUST00000028944.3 |acyl-CoA synthetase short-chain family member 1

601 Hsf3 ENSMUSTO00000119035.3 |heat shock transcription factor 3

602 Tpm4 ENSMUST00000003575.9 |tropomyosin 4

603 Ormdl1 ENSMUST00000027266.3 |ORMI-like 1 (S. cerevisiae)

604 Zfp619 ENSMUSTO00000108015.2 |zinc finger protein 619

605 Kenj2 ENSMUST00000042970 2 potassium inwardly-rectifying channel, subfamily J,
member 2

606 Gm17567 ENSMUSTO00000164429.1 |predicted gene, 17567

607 Gm11568 ENSMUSTO00000107434.1 |predicted gene 11568

608 K1h120 ENSMUST00000111611.2 | kelch-like 20

609 Parpl ENSMUST00000027777.6 |poly (ADP-ribose) polymerase family, member 1

610 Cdc51 ENSMUST00000024727.8 |cell division cycle 5-like (S. pombe)

611 Memol ENSMUST00000078459.6 |mediator of cell motility 1

612 Trim7 ENSMUSTO00000109213.3 |tripartite motif-containing 7

613 E2f1 ENSMUSTO00000103145.5 |E2F transcription factor 1

614 Smared? ENSMUST00000106843.2 SWI/SNF related, mgtrix assoc.iated, actin dependent
regulator of chromatin, subfamily d, member 2

615 Csnklg3 ENSMUST00000069597.6 |casein kinase 1, gamma 3

616 Digl ENSMUST00000100001.4 |discs, large homolog 1 (Drosophila)

617 Jade3 ENSMUSTO00000115384.3 |jade family PHD finger 3

618 Apoc3 ENSMUST00000121916.2 | apolipoprotein C-III

619 Bambi ENSMUST00000025075.1 |BMP and activin membrane-bound inhibitor

620 TIr3 ENSMUST00000034056.5 |toll-like receptor 3

621 Scp2dl ENSMUST00000028918.3 | SCP2 sterol-binding domain containing 1

622 Tapp ENSMUST00000041993.2 |islet amyloid polypeptide

623 Snhgll ENSMUST00000109488.2 |small nucleolar RNA host gene 11

624 Ccdc66 ENSMUSTO00000050480.6 |coiled-coil domain containing 66

625 Pou3fl ENSMUST00000053491.8 |POU domain, class 3, transcription factor 1

626 Idil ENSMUST00000169314.3 |isopentenyl-diphosphate delta isomerase

627 Prps113 ENSMUST00000139049.1 | phosphoribosyl pyrophosphate synthetase 1-like 3

628 C78339 ENSMUST00000099547.3 |expressed sequence C78339

629 Sic35a5 ENSMUST00000023344.4 |solute carrier family 35, member A5

630 Csdel ENSMUST00000029446.8 | cold shock domain containing E1, RNA binding

631 Gjb6 ENSMUST00000039380.8 | gap junction protein, beta 6

632 Sptlc3 ENSMUSTO00000047370.2 |serine palmitoyltransferase, long chain base subunit 3

633 Smyd2 ENSMUST00000027897.7 |SET and MYND domain containing 2

634 Phox2b ENSMUST00000012664.9 | paired-like homeobox 2b

635 S1cob2 ENSMUST00000051849 8 solute carrier family 9, subfamily B (NHA2, cation

proton antiporter 2), member 2




636 Orail ENSMUST00000051016.4 |JORAI calcium release-activated calcium modulator 1

637 Keng3 ENSMUST00000051482. 1 potassium voltage-gated channel, subfamily G,
member 3

638 Dkk3 ENSMUST00000033036.5 |dickkopf homolog 3 (Xenopus laevis)

639] 9130409123Rik ENSMUST00000036819.6 | RIKEN cDNA 9130409123 gene

640 Med20 ENSMUST00000024778.2 |mediator complex subunit 20

641] 4933416C03Rik ENSMUST00000099261.2 | RIKEN cDNA 4933416C03 gene

642 Gnail ENSMUST00000074694. 5 guamne nucleotide binding protein (G protein), alpha
inhibiting 1

643 Olfr1 166 ENSMUSTO00000099833.3 |olfactory receptor 1166

644 Gm7008 ENSMUST00000038121.4 | predicted gene 7008

645 Nrgl ENSMUSTO00000073884.4 |neuregulin 1

646 Hces ENSMUST00000033717.3  |holocytochrome c synthetase

647 Mef2a ENSMUST00000156690.2 |myocyte enhancer factor 2A

648 Fam208a ENSMUST00000022450.4 | family with sequence similarity 208, member A

649 Prkar2b ENSMUST00000036497. 10 Er(t)tein kinase, cAMP dependent regulatory, type II

eta

650 Trapl ENSMUSTO00000006137.8 | TNF receptor-associated protein 1

651 Tbx20 ENSMUST00000052946.5 | T-box 20

652 Matla ENSMUST00000047286.6 |methionine adenosyltransferase I, alpha

653 Mocs3 ENSMUST00000099071.4 |molybdenum cofactor synthesis 3

654 Emb ENSMUST00000022242.7 |embigin

655 Gml1541 ENSMUSTO00000069852.1 |predicted gene 11541

656 E2f7 ENSMUSTO00000073781.6 |E2F transcription factor 7

657 Pxylpl ENSMUST00000112951.3 | 2-phosphoxylose phosphatase 1

658 Trim43b ENSMUSTO00000167113.2  |tripartite motif-containing 43B

659 Shpk ENSMUST00000006105.6 |sedoheptulokinase

660 Fam196a ENSMUSTO00000171394.1 | family with sequence similarity 196, member A

661 Klhdc10 ENSMUST00000068259.6 |kelch domain containing 10

662| 1810009A15Rik ENSMUST00000096251.4 | RIKEN cDNA 1810009A15 gene

663 Terfl ENSMUSTO00000188371.1 |telomeric repeat binding factor 1

664 Sh3bgrl ENSMUST00000033598.8 | SH3-binding domain glutamic acid-rich protein like

665 Fgl2 ENSMUST00000035799.5 | fibrinogen-like protein 2

666 Oserl ENSMUST00000046908.4 |oxidative stress responsive serine rich 1

667 Kras ENSMUSTO00000111710.2 |v-Ki-ras2 Kirsten rat sarcoma viral oncogene homolog

668 Ube2q2 ENSMUST00000059555.9 |ubiquitin-conjugating enzyme E2Q) (putative) 2

669 Fam118a ENSMUST00000023069.7 | family with sequence similarity 118, member A

670 Sox4 ENSMUST00000067230.5 | SRY (sex determining region Y)-box 4

671 Fam204a ENSMUST00000065286.1 | family with sequence similarity 204, member A

672 Hnrnpc ENSMUSTO00000111610.5 |heterogeneous nuclear ribonucleoprotein C

673 Pbdcl ENSMUSTO00000033577.5 |polysaccharide biosynthesis domain containing 1

674 Fthl17 ENSMUST00000096509.6 | ferritin, heavy polypeptide-like 17

675 Tbx4 ENSMUST00000000096.6 | T-box 4

676 Nsun2 ENSMUST00000022087.6 | NOL1/NOP2/Sun domain family member 2

677 Pcdh19 ENSMUST00000167944.2 | protocadherin 19

678 Akrlcl2 ENSMUST00000021632.3 Jaldo-keto reductase family 1, member C12

679 Wnt5a ENSMUST00000063465.5 |wingless-related MMTYV integration site SA

680] DI130052B06Rik ENSMUST00000101371.2 |RIKEN ¢cDNA D130052B06 gene

681 Fbxo033 ENSMUST00000043204.7 | F-box protein 33

682 Mitf ENSMUST00000043637.8 | microphthalmia-associated transcription factor

683 1fi203 ENSMUST00000123708.2 |interferon activated gene 203

684 Gm5635 ENSMUST00000097029.3 |predicted gene 5635




685 Gm10339 ENSMUST00000181509.1 |predicted gene 10339

686 Naa60 ENSMUSTO00000186375.1 | N(alpha)-acetyltransferase 60, NatF catalytic subunit

687 Elovl5 ENSMUST00000034904. 8 ELOVL‘ family member 5, elongation of long chain
fatty acids (yeast)

688 Tfep2 ENSMUSTO00000009877.6 |transcription factor CP2

689 Jtb ENSMUSTO00000119304.1 |jumping translocation breakpoint

690 Gatm ENSMUST00000028624. 8 gly-cifle amidinotransferase (L-arginine:glycine
amidinotransferase)

691 Ffar4 ENSMUSTO00000067098.6 | free fatty acid receptor 4

692 Uevld ENSMUST00000094398.5 |UEV and lactate/malate dehyrogenase domains

693 Ank ENSMUST00000022875.6 | progressive ankylosis

694 Tbeldl ENSMUSTO00000101195.3 |TBC1 domain family, member 1

695 Usp46 ENSMUSTO00000119154.2 |ubiquitin specific peptidase 46

696 Rnasel ENSMUST00000182538.2 ribonuclease L (2', 5'-oligoisoadenylate synthetase-
dependent)

697 Srgn ENSMUSTO00000160987.2 |serglycin

698 Gm16286 ENSMUST00000127234.2 | predicted gene 16286

699 Bekdhb ENSMUSTO00000190166. 1 branched.chain ketoacid dehydrogenase E1, beta
polypeptide

700 Z{p507 ENSMUST00000061586.5 | zinc finger protein 507

701 Antxr2 ENSMUSTO00000031281.9 |anthrax toxin receptor 2

702 Oazl ENSMUSTO00000060987.9 | ornithine decarboxylase antizyme 1

703 Cdh2 ENSMUST00000025166.8 | cadherin 2

704 Sohlh2 ENSMUSTO00000029369.4 spermatggenesis and oogenesis specific basic helix-
loop-helix 2

705 Ermn ENSMUST00000090940.5 |ermin, ERM-like protein

706 Fst ENSMUST00000022287.5 | follistatin

707 Tmem?255a ENSMUSTO00000089054.5 |transmembrane protein 255A

708 Pabpc4l ENSMUST00000166505.1 |poly(A) binding protein, cytoplasmic 4-like

709 Tirap ENSMUST00000175765.2 toll—interleuk%n 1 receptor (TIR) domain-containing
adaptor protein

710 Wdr37 ENSMUST00000054251.7 | WD repeat domain 37

711 Hormad?2 ENSMUST00000109948.2 |HORMA domain containing 2

712 Zp69 ENSMUSTO00000106280.2 |zinc finger protein 69

713 Plekhal ENSMUST00000120441.2 |Pleckstrin homology domain containing, family A
(phosphoinositide binding specific) member 1

714 Tcf25 ENSMUSTO00000108840.2 |transcription factor 25 (basic helix-loop-helix)

715 Krt76 ENSMUST00000100179.1 | keratin 76

716 Unkl ENSMUST00000039734.6  |unkempt-like (Drosophila)

717 Eps15 ENSMUST00000102729.4 |epidermal growth factor receptor pathway substrate 15

718 Svs3b ENSMUST00000063132.5 |seminal vesicle secretory protein 3B

719 March9 ENSMUST00000040307.5 |membrane-associated ring finger (C3HC4) 9

790 Dusp3 ENSMUST00000151678.2 dual specificity phosphatase 3 (vaccinia virus
phosphatase VH1-related)

721 Akapl7b ENSMUST00000051906.7 | A kinase (PRKA) anchor protein 17B

722 Gm5634 ENSMUSTO00000105006.1 |predicted gene 5634

723 Rslcan18 ENSMUST00000091526.3 |regulator of sex-limitation candidate 18

724 11t80 ENSMUSTO00000107812.2 |intraflagellar transport 80

725 Actr3 ENSMUSTO00000027579.11 | ARP3 actin-related protein 3

726 Gm14458 ENSMUST00000105004.1 |predicted gene 14458

727 Cdcl4a ENSMUST00000090464.5 | CDC14 cell division cycle 14A

728 Mrpl36 ENSMUST00000022098.8 | mitochondrial ribosomal protein L36




729 Cpe ENSMUST00000048967.7 | carboxypeptidase E

730 Z1p365 ENSMUST00000064656.7 |zinc finger protein 365

731 793 ENSMUST00000032696.6 |zinc finger protein 93

732 Rpp25 ENSMUST00000080514.7 |ribonuclease P/MRP 25 subunit

733 Iqcd ENSMUST00000069259.3 |IQ motif containing D

734 Piplad? ENSMUST00000030221.2 grotein tyrosine phosphatase-like A domain containing

735 Z1p597 ENSMUST00000090522.4 | zinc finger protein 597

736 Zscan26 ENSMUST00000032820.8 |zinc finger and SCAN domain containing 26

737 Bmpr2 ENSMUST00000087435.6 bonF: morphogenet?c protein receptor, type II
(serine/threonine kinase)

738 Neil2 ENSMUST00000038229.4 |nei like 2 (E. coli)

739 Ehbpl ENSMUST00000045167.5 |EH domain binding protein 1

740 Olfi722 ENSMUST00000053290.6 | olfactory receptor 722

741 Gnaol ENSMUSTO00000125716.2 | guanine nucleotide binding protein, alpha O

742 Zfyvel6 ENSMUST00000022217.8 |zinc finger, FYVE domain containing 16

743 Lircl9 ENSMUST00000053419.3 |leucine rich repeat containing 19

744 Gml14511 ENSMUST00000075792.4  |predicted gene 14511

745 Catip ENSMUST00000097697.2 |ciliogenesis associated TTC17 interacting protein

746 Tmprssllg ENSMUSTO00000134179.2 |transmembrane protease, serine 11g

747 Gm10251 ENSMUSTO00000181786.1 |predicted gene 10251

748 Rhotl ENSMUST00000055056.10 |ras homolog gene family, member T1

749 Gnpda2 ENSMUSTO00000031117.7 | glucosamine-6-phosphate deaminase 2

750 Gas2 ENSMUST00000107591.3 | growth arrest specific 2

751 Ndfip2 ENSMUSTO00000181969.2 |Nedd4 family interacting protein 2

752 Gm2916 ENSMUST00000181779.1 |predicted gene 2916

753 1fi205 ENSMUST00000059226.6 |interferon activated gene 205

754 Fam166b ENSMUSTO00000171134.3 | family with sequence similarity 166, member B

755 Birc5 ENSMUST00000093906.4 | baculoviral IAP repeat-containing 5

756 Dtd1 ENSMUST00000028917.6 | D-tyrosyl-tRNA deacylase 1

757 Crbn ENSMUST00000049675.5 | cereblon

758 Qsox2 ENSMUST00000091263.6 |quiescin Q6 sulthydryl oxidase 2

759 Cul3 ENSMUST00000163119.2 | cullin 3

760 Z{p329 ENSMUSTO00000108546.1 |zinc finger protein 329

761 Slmap ENSMUSTO00000090359.5 |sarcolemma associated protein

762 Snx1 ENSMUST00000034946.9 |sorting nexin 1

763 B3galnt1 ENSMUST00000061826.1 | UPP-GalNAc:betaGleNAc beta 1,3-
galactosaminyltransferase, polypeptide 1

764 Mnda ENSMUST00000009340.8 |myeloid cell nuclear differentiation antigen

765 Grifin ENSMUSTO00000042993.6 | galectin-related inter-fiber protein

766 Dpy1912 ENSMUST00000133010.2 | dpy-19-like 2 (C. elegans)

767 Il6ra ENSMUST00000029559.6 |interleukin 6 receptor, alpha

768 Padi3 ENSMUST00000026377.3 |peptidyl arginine deiminase, type III

769 Dtx1 ENSMUST00000031607.6 |deltex 1 homolog (Drosophila)

770 Derl1 ENSMUST00000022993.5 | Derl-like domain family, member 1

771 Fhl5 ENSMUST00000029922.8 | four and a half LIM domains 5

772 Vps37b ENSMUST00000040967.7 | vacuolar protein sorting 37B (yeast)

773 Stm3 ENSMUSTO00000013130.9 |striatin, calmodulin binding protein 3

774] 3110040N11Rik ENSMUST00000026092.8 | RIKEN cDNA 3110040N11 gene

775 Diol ENSMUST00000082426.4 | deiodinase, iodothyronine, type I

776] RP23-391B20.4 ENSMUST00000162374.2

777 Evx2 ENSMUSTO00000001867.7 |even skipped homeotic gene 2 homolog




778 Pgbdl ENSMUST00000122872.2 |piggyBac transposable element derived 1

779 Laptm4a ENSMUST00000020909.3 |lysosomal-associated protein transmembrane 4A

780 Snapcl ENSMUST00000021532.4 |small nuclear RNA activating complex, polypeptide 1

781] 1810046K07Rik ENSMUST00000039959.5 |RIKEN cDNA 1810046K07 gene

782 Chst8 ENSMUST00000078686.6 | “2oohydrate (N-acetylgalactosamine 4-0)
sulfotransferase 8

783 Ocln ENSMUST00000069756.5 ] occludin

784 Gm11992 ENSMUST00000043285.4 | predicted gene 11992

785 Tnks2 ENSMUSTO00000025729 6 t?nkyrase, TRF 1-interacting ankyrin-related ADP-
ribose polymerase 2

786 Ppplr8 ENSMUST00000030702.8 protein phosphatase 1, regulatory (inhibitor) subunit 8

787 Ccdc68 ENSMUST00000043929.5 |coiled-coil domain containing 68

788 Agps ENSMUST00000047232.8 |alkylglycerone phosphate synthase

789 Arrdc3 ENSMUST00000099356.3 |arrestin domain containing 3

790 Ahcyll ENSMUST00000029490.9 |S-adenosylhomocysteine hydrolase-like 1

791 Ax] ENSMUST00000002677.5 | AXL receptor tyrosine kinase

792 Fam173b ENSMUST00000042702.6 |family with sequence similarity 173, member B

793 Itsn2 ENSMUST00000062580.7 |intersectin 2

794 Thap8 ENSMUST00000108187.2 | THAP domain containing 8

795 Ranbp6 ENSMUST00000099525.3 |RAN binding protein 6

796 Erec8 ENSMUST00000054835.9 excis.ion repaiross-complementing rodent repair
deficiency, complementation group 8

797 Abccs ENSMUST00000079158.7 ATP-binding cassette, sub-family C (CFTR/MRP),
member 5

798 Tiparp ENSMUST00000047906.4 | TCDD-inducible poly(ADP-ribose) polymerase

799 Hsd3b3 ENSMUST00000107019.2 hydr(')xy-delte'l—S-steroid dehydrogenase, 3 beta- and
steroid delta-isomerase 3

800 Hiatl ENSMUST00000029570.6 |hippocampus abundant gene transcript 1

801 Fcamr ENSMUST00000027670.3 | Fc receptor, IgA, IgM, high affinity

802 Tceal5 ENSMUST00000066819.5 |transcription elongation factor A (SID-like 5

803 B3gnt4 ENSMUST00000031384.5 | PP -GleNAc:betaGal beta-1,3-N-
acetylglucosaminyltransferase 4

804 Dgkb ENSMUSTO00000040500.7 |diacylglycerol kinase, beta

805 Csnkle ENSMUSTO00000117786.2 |casein kinase 1, epsilon

806 Dcbld2 ENSMUST00000046663.7 |discoidin, CUB and LCCL domain containing 2

807 BC094916 ENSMUST00000139092.2 | cDNA sequence BC094916

808 Frmd6 ENSMUST00000057859.7 |FERM domain containing 6

209 Gdapl ENSMUST00000026879.7 %anglioside-induced differentiation-associated-protein

310 Slc25a12 ENSMUSTO00000151937.2 solute carrier family 25 (mitochondrial carrier, Aralar),
member 12

811 Ttblm ENSMUST00000041003.6 |transcription factor B1, mitochondrial

812 Cdk6 ENSMUSTO00000165117.2 |cyclin-dependent kinase 6

813 Mme ENSMUST00000029400.1 |membrane metallo endopeptidase

314 Plekhg3 ENSMUSTO00000075249 4 ple?ckstrin homolog}f domain containing, family G
(with RhoGef domain) member 3

815 Tmem?218 ENSMUST00000034632.8 |transmembrane protein 218

816 Gm21685 ENSMUST00000185072.2 |predicted gene, 21685

817 Bdnf ENSMUST00000053317.6 |brain derived neurotrophic factor

818 Sprtn ENSMUST00000034467.5 | SprT-like N-terminal domain

819 Pcbp3 ENSMUSTO00000001148.5 |poly(rC) binding protein 3




820 Srrm1 ENSMUSTO00000105861.2 |serine/arginine repetitive matrix 1

821 Taspl ENSMUSTO00000110079.3 |taspase, threonine aspartase 1

822 Gm9923 ENSMUSTO00000061324.4 |predicted pseudogene 9923

823 Larp4b ENSMUST00000091829.3 |La ribonucleoprotein domain family, member 4B

824 Serpinb9 ENSMUST00000063191.8 serine (or cysteine) peptidase inhibitor, clade B,
member 9

825 Cdk15 ENSMUST00000160662.2 | cyclin-dependent kinase 15

826 Lamp?2 ENSMUSTO00000016678.8 |lysosomal-associated membrane protein 2

827 Deunldé4 ENSMUSTO00000063882. 6 DCN.l,‘defective in cu'll‘in neddylation 1, domain
containing 4 (S. cerevisiae)

828 MusS81 ENSMUST00000124334.2 |MUS81 endonuclease homolog (yeast)

829 Pla2gl2a ENSMUST00000029629.9 |phospholipase A2, group XIIA

830 Rgsl17 ENSMUST00000131996.2  |regulator of G-protein signaling 17

831 Bag?2 ENSMUST00000044691.8 |BCL2-associated athanogene 2

832 K1t20 ENSMUSTO00000017743.2 |keratin 20

833 Ndfipl ENSMUST00000025293.3 |Nedd4 family interacting protein 1

834 Syt6 ENSMUST00000090697.5 |synaptotagmin VI

835 Syne2 ENSMUST00000143031.2 |spectrin repeat containing, nuclear envelope 2

336 Kenmbl ENSMUST00000020362.2 potassium large .conductance calcium-activated
channel, subfamily M, beta member 1

837 Cdkn2aip ENSMUST00000038738.5 |CDKN2A interacting protein

338 Nek7 ENSMUST00000186017. 1 NIMA (never in mitosis gene a)-related expressed
kinase 7

839 Ago3 ENSMUST00000069097.7 |argonaute RISC catalytic subunit 3

840 Clic4 ENSMUST00000037099.8 | chloride intracellular channel 4 (mitochondrial)

841 Smpdl3b ENSMUST00000030709.8 |sphingomyelin phosphodiesterase, acid-like 3B

842 Pdpl ENSMUST00000108297.2 ) .
pyruvate dehyrogenase phosphatase catalytic subunit 1

843 Tmem167 ENSMUSTO00000161568.2 |transmembrane protein 167

844 Pdzd8 ENSMUST00000099274.2 |PDZ domain containing 8

845 Lrsam1 ENSMUST00000028132.8 . . . .
leucine rich repeat and sterile alpha motif containing 1

846 Mybl1 ENSMUSTO00000088658.5 |myeloblastosis oncogene-like 1

847 Srsfll ENSMUST00000121326.2 |serine/arginine-rich splicing factor 11

848 Opcml ENSMUSTO00000115243.3 |opioid binding protein/cell adhesion molecule-like

849 Zscan4f ENSMUST00000091440.2 |zinc finger and SCAN domain containing 4F

850 Rph3a ENSMUST00000079204.5 |rabphilin 3A

851 Mapllic3b ENSMUSTO00000034270.11 |microtubule-associated protein 1 light chain 3 beta

852 Igcf3 ENSMUST00000062917.9 |1Q motif containing F3

853 Eps8 ENSMUST00000058210.7 |epidermal growth factor receptor pathway substrate 8

854 Cdkn2a ENSMUSTO00000107131.1 |cyclin-dependent kinase inhibitor 2A

855 Gm10010 ENSMUSTO00000071101.6 |predicted gene 10010

856 Spryd7 ENSMUST00000022497.9 |SPRY domain containing 7

857 Star ENSMUST00000033979.4 |steroidogenic acute regulatory protein

358 Smarcel ENSMUST00000035057 8 SWI/SNF related, mgtrix assoc'iated, actin dependent
regulator of chromatin, subfamily ¢, member 1

859 Psma3 ENSMUST00000160027.2 groteasome (prosome, macropain) subunit, alpha type

860 Itgav ENSMUST00000028499.5 |integrin alpha V

861 Entpd4 ENSMUSTO00000184973.2 |ectonucleoside triphosphate diphosphohydrolase 4

862 Lypd6 ENSMUSTO00000112712.4 |LY6/PLAUR domain containing 6

863 Cog8 ENSMUSTO00000095517.6 | component of oligomeric golgi complex 8




864 Trim16 ENSMUST00000055006.6 |tripartite motif-containing 16

865 Bmil ENSMUST00000028071.7 |Bmil polycomb ring finger oncogene

866 Gm11149 ENSMUST00000068730.3 | predicted gene 11149

867 VwaSa ENSMUSTO00000001544.6 |von Willebrand factor A domain containing 5A

868 Papln ENSMUSTO00000121733.2 |papilin, proteoglycan-like sulfated glycoprotein

369 Slcolb2 ENSMUSTO00000042812.6 i(;lzllte carrier organic anion transporter family, member

870 Arhgef28 ENSMUST00000109426.1 |Rho guanine nucleotide exchange factor (GEF) 28

871 Srprb ENSMUSTO00000035157.9 |signal recognition particle receptor, B subunit

872 Fam&3a ENSMUST00000160942.2 | family with sequence similarity 83, member A

873 Nfe2l3 ENSMUSTO00000005103.6 |nuclear factor, erythroid derived 2, like 3

874 Ptpn2 ENSMUSTO00000122412.1 |protein tyrosine phosphatase, non-receptor type 2

875 Wdrd8 ENSMUST00000036561.6 | WD repeat domain 48

876 Ephx1 ENSMUST00000036928.6 |epoxide hydrolase 1, microsomal

’77 Pppli3b ENSMUSTO00000070481 6 gg)teln phosphatase 1, regulatory (inhibitor) subunit

378 Ppp3rl ENSMUSTO00000102880 4 Proteln phosphatas.e 3, regulatory subunit B, alpha
isoform (calcineurin B, type I)

879 Renl ENSMUST00000094556.2 |renin 1 structural

880 Gm10742 ENSMUST00000099198.2 | predicted gene 10742

881 Hs2st1 ENSMUSTO00000043325.7 | heparan sulfate 2-O-sulfotransferase 1

882 Numb ENSMUSTO00000117217.2 |numb gene homolog (Drosophila)

883 Slc38a2 ENSMUST00000023099.6 |solute carrier family 38, member 2

384 Blocls3 ENSMUSTO00000077408.6 bloger.les1s of lysosomal organelles complex-1,
subunit 3

885 Tstd2 ENSMUST00000107772.2 tthSl.llf.‘atC sulfurtransferase (rhodanese)-like domain
containing 2

886 Slc25a51 ENSMUST00000107796.2 |solute carrier family 25, member 51

887 Prkce ENSMUST00000097275.3 |protein kinase C, epsilon

888 Inpp4b ENSMUSTO00000172031.2 |inositol polyphosphate-4-phosphatase, type Il

389 She3 ENSMUST00000021898.5 |5 h(?mology 2 domain-containing transforming
protein C3

890 Capzal ENSMUST00000094028.5 . . ) )
capping protein (actin filament) muscle Z-line, alpha 1

891 Sultlbl ENSMUSTO00000031199.5 |sulfotransferase family 1B, member 1

892 Dlgap5 ENSMUST00000043296.4

£ap discs, large (Drosophila) homolog-associated protein 5

893 Cbinl ENSMUST00000034076.9 | cerebellin 1 precursor protein

894 Gm7247 ENSMUSTO00000162998.1 |predicted gene 7247

895 Cdca5 ENSMUST00000025704.2 |cell division cycle associated 5

396 Cpebd ENSMUSTO00000109412.3 Zytoplasmlc polyadenylation element binding protein

297 Cyp2c50 ENSMUST00000068094. 7 ;}(f)tochrome P450, family 2, subfamily c, polypeptide

398 Cyp2c37 ENSMUST00000049178.2 ;};tochrome P450, family 2. subfamily c, polypeptide

899 Krt33a ENSMUST00000018399.2 | keratin 33A

900 Ol1£1389 ENSMUST00000122224.2 |olfactory receptor 389

901 Gabra6 ENSMUST00000020703.7 | 22mma-aminobutyric acid (GABA) A receptor,
subunit alpha 6

902 Delrelb ENSMUST00000063502.7 DNA cross-link repair 1B, PSO2 homolog (S.

cerevisiae)




903 Nox4 ENSMUST00000032781.8 |NADPH oxidase 4

904 Zswimb6 ENSMUST00000105097.2 |zinc finger SWIM-type containing 6

905 Zmat4 ENSMUSTO00000042352.5 |zinc finger, matrin type 4

906 Pabpcl ENSMUSTO00000001809.9 |poly(A) binding protein, cytoplasmic 1

907 Mex3d ENSMUST00000105350.1 |mex3 homolog D (C. elegans)

908 Lrmé4cl ENSMUST00000096257.2 | LRRN4 C-terminal like

909 Actl7a ENSMUST00000095079.5 ]actin-like 7a

910 Nt5¢c2 ENSMUSTO00000086961.8 |5'-nucleotidase, cytosolic II

911 Prrx1 ENSMUSTO00000075805.7 |paired related homeobox 1

912 March1 ENSMUSTO00000110255.2 |membrane-associated ring finger (C3HC4) 1

913 Kif9 ENSMUSTO00000061155.7 |kinesin family member 9

914 Tlel ENSMUST00000107337.2 transduci.n—like enhancer of split 1, homolog of
Drosophila E(spl)

915 Qk ENSMUST00000097414.4 | quaking

916 Slc6a6 ENSMUST00000032185.7 solu.te carrier family 6 (neurotransmitter transporter,
taurine), member 6

917 Acox2 ENSMUST00000022271.8 Jacyl-Coenzyme A oxidase 2, branched chain

918 Usp53 ENSMUST00000090379.2 |ubiquitin specific peptidase 53

19 Camklg ENSMUST00000016323.5 calcium/calmodulin-dependent protein kinase I gamma

920 Tex13 ENSMUSTO00000044179.7 |testis expressed gene 13

921 Rap2a ENSMUST00000062117.7 |RAS related protein 2a

922 Gmebl ENSMUSTO00000168553.2 | glucocorticoid modulatory element binding protein 1

923 Metap1 ENSMUST00000029804.8 | methionyl aminopeptidase 1

924 B630019K06Rik ENSMUST00000064196.4 | RIKEN cDNA B630019K06 gene

925 Hitf ENSMUST00000002502.6 | helicase-like transcription factor

926 Fsdil ENSMUST00000132151.2 1ﬂlt()ronectin type Il and SPRY domain containing 1-
ike

927 Uchl1 ENSMUSTO00000031131.9 Jubiquitin carboxy-terminal hydrolase L1

928 Fam149b ENSMUST00000090503.5 | family with sequence similarity 149, member B

929 Mipol 1l ENSMUST00000123498.2 | mirror-image polydactyly gene 1 homolog (human)

930 Armcx2 ENSMUST00000119010.2 Jarmadillo repeat containing, X-linked 2

931 Elk3 ENSMUST00000008542.6 |ELK3, member of ETS oncogene family

932 Acly ENSMUST00000107389.2 | ATP citrate lyase

933 Calcrl ENSMUST00000074262.3 |calcitonin receptor-like

934 Ftsjl ENSMUST00000033513.4 |FtsJ homolog 1 (E. coli)

935 Rbm25 ENSMUST00000048155.10 |RNA binding motif protein 25

936 Herpud?2 ENSMUST00000008573.7 |HERPUD family member 2

937 Cedel77 ENSMUST00000073251.6 | coiled-coil domain containing 177

938 Pabpc2 ENSMUST00000063219.2 |poly(A) binding protein, cytoplasmic 2

939 Uox ENSMUSTO00000121133.1 |urate oxidase

940 Ppplcb ENSMUSTO00000015100.9 |protein phosphatase 1, catalytic subunit, beta isoform

941 Pigm ENSMUST00000052455.2 i/l{losphatidylinositol glycan anchor biosynthesis, class

942 Uspl2 ENSMUSTO00000085614.5 |ubiquitin specific peptidase 12

943 D230025D16Rik ENSMUST00000034361.4 |RIKEN cDNA D230025D16 gene

944 Itm2b ENSMUST00000022704.7 ]integral membrane protein 2B

945 Otud6a ENSMUST00000060241.2 |OTU domain containing 6A

946 Gm3259 ENSMUST00000101015.4 | predicted gene 3259

947 Ketda ENSMUST00000050120.2 Zotassium channel tetramerisation domain containing

948 Matr3 ENSMUST00000166793.2 | matrin 3




949 Wdr41 ENSMUST00000056512.8 | WD repeat domain 41

950 Tmem33 ENSMUST00000037918.6 |transmembrane protein 33

951 Pigw ENSMUST00000067058.2 i);/losphatidylinositol glycan anchor biosynthesis, class

952 Nr2c2ap ENSMUST00000095273.5 |nuclear receptor 2C2-associated protein

953 Cmtr2 ENSMUST00000056972.5 |cap methyltransferase 2

954 Tmc7 ENSMUST00000044195.4  |transmembrane channel-like gene family 7

955 3110082117Rik ENSMUST00000066052.7 |RIKEN cDNA 3110082117 gene

956 Mcurl ENSMUST00000021800.4 |mitochondrial calcium uniporter regulator 1

957 Delrelc ENSMUST00000102988.4 | PNV cross-link repair 1C, PSO2 homolog (S.
cerevisiae)

958 Kynu ENSMUST00000028223.3 | kynureninase (L-kynurenine hydrolase)

959 Ogdhl ENSMUST00000022480.7 | oxoglutarate dehydrogenase-like

960] 4921501E09Rik ENSMUST00000024121.4 | RIKEN cDNA 4921501E09 gene

961 Myadm ENSMUST00000164553.2 |myeloid-associated differentiation marker

962 Mb21d2 ENSMUST00000100023.1 |Mab-21 domain containing 2

963 Dnaja2 ENSMUST00000034138.5 |DnaJ (Hsp40) homolog, subfamily A, member 2

964 Pbx3 ENSMUSTO00000113132.3 |pre B cell leukemia homeobox 3

965 Pou3f2 ENSMUST00000178174.2 |POU domain, class 3, transcription factor 2

966 Ptgs2 ENSMUST00000035065.8 | prostaglandin-endoperoxide synthase 2

967 Dnaja3 ENSMUSTO00000060067.6 |Dnal (Hsp40) homolog, subfamily A, member 3

968] 1110032F04Rik ENSMUST00000054551.2 |RIKEN cDNA 1110032F04 gene

969 Pppli3f ENSMUST00000150787.2 g;otein phosphatase 1, regulatory (inhibitor) subunit

970 Gm21743 ENSMUST00000187504.1 |predicted gene, 21743

971 Cpeb3 ENSMUSTO00000079754.5 ;ytoplasmic polyadenylation element binding protein

972 Ufm1 ENSMUST00000146598.2 | ubiquitin-fold modifier 1

973 Kirble ENSMUST00000167691.3 killer cell lectin-like receptor subfamily B member 1C

974 Alkbh5 ENSMUST00000044250.3 |alkB, alkylation repair homolog 5 (E. coli)

975 Atxn3 ENSMUST00000021606.6 |ataxin 3

976 Svil ENSMUST00000143254.2  |supervillin

977 Ampd3 ENSMUSTO00000005829.7 |adenosine monophosphate deaminase 3

978 E2f2 ENSMUSTO00000061721.5 |E2F transcription factor 2

979 Cgn ENSMUSTO00000107273.2 |cingulin

980 Cldn8 ENSMUST00000049697.4 | claudin 8

981] 1110051M20Rik ENSMUST00000102594.5 |RIKEN cDNA 1110051M20 gene

982 Tdp2 ENSMUST00000038039.2 |tyrosyl-DNA phosphodiesterase 2

983 Anln ENSMUST00000040912.7 Janillin, actin binding protein

984 Adamo ENSMUST00000084032.5 |2 disintegrin and metallopeptidase domain 9 (meltrin
gamma)

985 Cbfb ENSMUST00000052209.3 | core binding factor beta

986 Agtrla ENSMUST00000066412.7 |angiotensin II receptor, type la

987 Vstm?2a ENSMUST00000109645.3 | V-set and transmembrane domain containing 2A

988 Cdk13 ENSMUSTO00000042365.7 |cyclin-dependent kinase 13

989 Ctxn3 ENSMUST00000091892.2 | cortexin 3

990 Chrm5 ENSMUST00000099589.3 |cholinergic receptor, muscarinic 5

991 Rassf3 ENSMUST00000026902.7 Ras association (RalGDS/AF-6) domain family
member 3

992 Fam199x ENSMUST00000047852.7 | family with sequence similarity 199, X-linked

993 Gm16432 ENSMUST00000094273.4 | predicted gene 16432




994 Crebl ENSMUST00000087366.5 |cAMP responsive element binding protein 1
995 Famg8la ENSMUST00000034749.9 | family with sequence similarity 81, member A
996 Slc25a17 ENSMUST00000023040.7 |SOlute carrier family 25 (mitochondrial carrier,
peroxisomal membrane protein), member 17
997 Kpnbl ENSMUST00000001479.4 | karyopherin (importin) beta 1
998| 9530068E07Rik ENSMUST00000109057.2 | RIKEN cDNA 9530068E07 gene
999 D1Ertd622e ENSMUST00000053033.8 | DNA segment, Chr 1, ERATO Doi 622, expressed
1000 Med22 ENSMUST00000102899.4 | mediator complex subunit 22
1001 Crebzf ENSMUST00000107205.1 |CREB/ATF bZIP transcription factor
1002 Grsfl ENSMUST00000078945.6 | G-rich RNA sequence binding factor 1
1003 Ppp4r2 ENSMUSTO00000063854.4 | protein phosphatase 4, regulatory subunit 2
1004 Pou2afl ENSMUST00000034554.7 |POU domain, class 2, associating factor 1
1005 QOaslg ENSMUST00000086368.6 |2'-5' oligoadenylate synthetase 1G
1006] A730017C20Rik ENSMUST00000165666.3 | RIKEN cDNA A730017C20 gene
1007 Fign ENSMUST00000131615.3 | fidgetin
1008 Brwd3 ENSMUST00000150434.2 |bromodomain and WD repeat domain containing 3
1009 Stk4 ENSMUSTO00000018353.8 |serine/threonine kinase 4
1010 Emrl ENSMUSTO00000086763.6 EGF—like.module containing, mucin-like, hormone
receptor-like sequence 1
1011 Pum?2 ENSMUSTO00000178015.2  |pumilio RNA-binding family member 2
1012 Pemtl ENSMUST00000159917.2 |Protein-L-isoaspartate (D-aspartate) O-
methyltransferase 1
1013 Prrll ENSMUST00000051395.8 | proline rich 11
1014 Spidr ENSMUST00000040248.7 |scaffolding protein involved i DNA repair
1015 Mixl1 ENSMUST00000027778.7 |Mix1 homeobox-like 1 (Xenopus laevis)
1016 Prked ENSMUST00000112210.4 |protein kinase C, delta
1017 Itm2a ENSMUST00000033591.5 |integral membrane protein 2A
1018 Abcg2 ENSMUST00000114294.2 |ATP-binding cassctte, sub-family G (WHITE),
member 2
1019 Ceacam 19 ENSMUST00000052605.7 carcinoembryonic antigen-related cell adhesion
molecule 19
1020 Abcbla ENSMUST00000047753.4 | A1F-Dinding cassette, sub-family B (MDR/TAP),
member 1A
1021 Sft2d3 ENSMUST00000054984.6 |SFT2 domain containing 3
1022 Scd3 ENSMUST00000026220.5 |stearoyl-coenzyme A desaturase 3
1023 Crlsl ENSMUST00000028835.7 | cardiolipin synthase 1
1024 Creb5 ENSMUST00000047450.7 |cAMP responsive element binding protein 5
1025 Tmem196 ENSMUST00000058644.9 |transmembrane protein 196
1026 Gbp9 ENSMUST00000031238.7 | guanylate-binding protein 9
1027 Tceal3 ENSMUSTO00000060904.5 |transcription elongation factor A (SID)-like 3
1028 Cweds ENSMUSTO00000018685.3 CWC.2'5 spliceosome-associated protein homolog (S.
cerevisiae)
1029 Mysm1 ENSMUST00000075872.3 | myb-like, SWIRM and MPN domains 1
1030 Sspn ENSMUSTO00000111702.2 |sarcospan
1031 Tlod ENSMUST00000052011.8 transduci'n—like enhancer of split 4, homolog of
Drosophila E(spl)
1032 Ets2 ENSMUST00000023612.9 |E26 avian leukemia oncogene 2, 3' domain
1033] B430305J03Rik ENSMUST00000066298.2 | RIKEN cDNA B430305J03 gene
1034 Ints2 ENSMUSTO00000018212.7 |integrator complex subunit 2
1035] 3110043021Rik ENSMUST00000084724.4 | RIKEN cDNA 3110043021 gene
1036 Inhbb ENSMUST00000038765.5 |inhibin beta-B
1037 Fam216b ENSMUST00000066437.4 | family with sequence similarity 216, member B




1038 Htra4 ENSMUST00000084031.4 | HtrA serine peptidase 4

1039 Elmod2 ENSMUST00000177594.2 |ELMO/CED-12 domain containing 2

1040 Gimap3 ENSMUST00000038811.8 |GTPase, IMAP family member 3

1041 Synj2bp ENSMUST00000163402.2 |synaptojanin 2 binding protein

1042 Farp2 ENSMUST00000122402.2 |FERM, RhoGEF and pleckstrin domain protein 2

1043 Skidal ENSMUST00000091420.5 |SKI/DACH domain containing 1

1044 TxInb ENSMUST00000037964.6 |taxilin beta

1045 Tceal6 ENSMUSTO00000033783.1 |transcription elongation factor A (SII)-like 6

1046] 2210408121Rik ENSMUST00000168779.1 |RIKEN ¢cDNA 2210408121 gene

1047 Kend3 ENSMUST00000098761 4 potassium voltage-gated channel, Shal-related family,
member 3

1048 Hemt1 ENSMUSTO00000188180.1 |hematopoietic cell transcript 1

1049 Gm15023 ENSMUST00000113183.1 |predicted gene 15023

1050 AV320801 ENSMUST00000068340.2 | expressed sequence AV320801

1051 Brs3 ENSMUST00000033464.3 |bombesin-like receptor 3

1052 Aldh9al ENSMUST00000028004.9 |aldehyde dehydrogenase 9, subfamily Al

1053 Spes3 ENSMUST00000067476.8 signa.l Peptidase complex subunit 3 homolog (S.
cerevisiae)

1054 Tmem106b ENSMUST00000031556.8 |transmembrane protein 106B

1055] A630007B06Rik ENSMUST00000118592.2 |RIKEN cDNA A630007B06 gene

1056 Acvrlb ENSMUST00000000544.10 |activin A receptor, type 1B

1057 Rbbp6 ENSMUST00000052135.8 | retinoblastoma binding protein 6

1058 Ldlrad4 ENSMUSTO00000063775.3 low d'el?sity lipoprotein receptor class A domain
containing 4

1059 Uggt2 ENSMUST00000156203.2 |UDP-glucose glycoprotein glucosyltransferase 2

1060 Stx11 ENSMUST00000163425.2  |syntaxin 11

1061 Aldhla3 ENSMUST00000015278.8 |aldehyde dehydrogenase family 1, subfamily A3

1062 Gm14288 ENSMUST00000123863.1 |predicted gene 14288

1063 Tafl3 ENSMUST00000143054,1 | [ \F 13 RNA polymerase I, TATA box binding
protein (TBP)-associated factor

1064 Mucl3 ENSMUST00000023520.6 |mucin 13, epithelial transmembrane

1065 Pankl ENSMUST00000036584.6 | pantothenate kinase 1

1066 Fam228a ENSMUSTO00000111154.2 | family with sequence similarity 228, member A

1067 Lats1 ENSMUSTO00000165952.2 |large tumor suppressor

1068 Cacull ENSMUST00000081790.8 |CDK2 associated, cullin domain 1

1069 Uxsl ENSMUST00000126008.2 |UDP-glucuronate decarboxylase 1

1070 K1hI28 ENSMUST00000021331.7 | kelch-like 28

1071 Lnpep ENSMUST00000041047.2 |leucyl/cystinyl aminopeptidase

1072 mt-Nd2 ENSMUST00000082396.1 |mitochondrially encoded NADH dehydrogenase 2

1073 Kank4 ENSMUST00000102790.3 |KN motif and ankyrin repeat domains 4

1074 Pcca ENSMUST00000038374.7 . .
propionyl-Coenzyme A carboxylase, alpha polypeptide

1075 AI317395 ENSMUST00000163705.2 | expressed sequence AI317395

1076 Tmem55a ENSMUST00000029875.3 |transmembrane protein 55A

1077 Gcle ENSMUST00000034905.8 | glutamate-cysteine ligase, catalytic subunit

1078 Rbfox1 ENSMUST00000056416.7 |RNA binding protein, fox-1 homolog (C. elegans) 1

1079 Rsfl ENSMUST00000042399.8 |remodeling and spacing factor 1

1080 Dsp ENSMUST00000127906.2 |desmoplakin

1081 Mgat2 ENSMUST00000060579.9  |mannoside acetylglucosaminyltransferase 2

1082 Gm4980 ENSMUST00000178124.2 |predicted gene 4980

1083 Pla2gl6 ENSMUST00000025925.5 |phospholipase A2, group XVI

1084 Dbt ENSMUSTO00000000349.6 |dihydrolipoamide branched chain transacylase E2




1085 Fam126a ENSMUST00000030849.7 | family with sequence similarity 126, member A

1086 Apol8 ENSMUST00000089450.3 |apolipoprotein L 8

1087 7937 ENSMUSTO00000073782.3 |zinc finger protein 937

1088 Lpp ENSMUST00000038053.7 LIM domain containing preferred translocation partner
in lipoma

1089] A330021E22Rik ENSMUST00000054865.7 |RIKEN cDNA A330021E22 gene

1090 Bcl2113 ENSMUST00000009256.2 | BCL2-like 13 (apoptosis facilitator)

1091 Anxa7 ENSMUSTO00000065504.10 |annexin A7

1092 Ube2d2a ENSMUSTO00000170693.2 | ubiquitin-conjugating enzyme E2D 2A

1093 Galnt13 ENSMUST00000112636.2 UDP-N-acetyl-alPha-D-galactosamine:polypeptide N-
acetylgalactosaminyltransferase 13
solute carrier family 36 (proton/amino acid

1094 Slc36a4 ENSMUST00000061568.7
symporter), member 4

1095 Carl2 ENSMUSTO00000071889.7 | carbonic anyhydrase 12

1096 Synrg ENSMUST00000092834.6 |synergin, gamma

1097 Naal | ENSMUST00000060265.4 | N(alpha)-acetyltransferase 11, NatA catalytic subunit

1098 Tmem170b ENSMUST00000129449.1 |transmembrane protein 170B

1099 Nfx1 ENSMUST00000098143.5 |nuclear transcription factor, X-box binding 1

1100 Rasal ENSMUST00000109552.2 |RAS p21 protein activator 1

1101 Napg ENSMUST00000025474.7 N—eth.ylmaleimide sensitive fusion protein attachment
protein gamma

1102 Lysmd3 ENSMUST00000049055.6 | -YSM- putative peptidoglycan-binding, domain
containing 3

1103 Pdk3 ENSMUST00000045748.6 |pyruvate dehydrogenase kinase, isoenzyme 3

1104 Slc7al2 ENSMUST00000037321.7 solute carrier family 7 (cationic amino acid transporter,
y+ system), member 12

1105 Bai3 ENSMUST00000126626.2 | brain-specific angiogenesis inhibitor 3

1106 Cd200r3 ENSMUST00000114622.4 | CD200 receptor 3

1107 Tmem?71 ENSMUSTO00000048372.5 |transmembrane protein 71

1108 Tmem?233 ENSMUSTO00000111997.1 |transmembrane protein 233

1109 Scin ENSMUST00000078481.8 |scinderin

1110 Ell2 ENSMUSTO00000001583.6 |elongation factor RNA polymerase II 2

111 Runxltl ENSMUST00000006761 4 runt-?elated transcription factor 1; translocated to, 1
(cyclin D-related)

1112 Dpp6 ENSMUSTO00000120555.2 |dipeptidylpeptidase 6

1113 Vmn2r42 ENSMUST00000142934.1 |vomeronasal 2, receptor 42

1114 Sfip2 ENSMUST00000029625.7 |secreted frizzled-related protein 2

1115 Esrirg ENSMUST00000027906.7 |estrogen-related receptor gamma

1116 Zrsi2 ENSMUST00000000840.4 |7 finger (CCCH type), RNA binding motif and
serine/arginine rich 2

1117 Cerkl ENSMUST00000143974.1 |ceramide kinase-like

1118 Dennd2c¢ ENSMUST00000173206.2 |DENN/MADD domain containing 2C

1119 Sh3bgrl2 ENSMUST00000113215.4 |SH3 domain binding glutamic acid-rich protein like 2

1120 St8sia6 ENSMUST00000003509.8 |>1© alpha-N-acetyl-neuraminide alpha-2,8-
sialyltransferase 6

1121 Tnpol ENSMUST00000109399.3  |transportin 1

1122 Armcl0 ENSMUST00000095495.2 Jarmadillo repeat containing 10

1123 Mpvl171 ENSMUSTO00000128757.2 |Mpvl7 transgene, kidney disease mutant-like

1124 Fcho?2 ENSMUST00000099277.5 |FCH domain only 2

1125 App ENSMUSTO00000005406.10 |amyloid beta (A4) precursor protein

1126 BC025446 ENSMUST00000185307.1 |cDNA sequence BC025446

1127 Farl ENSMUSTO00000033018.9 | fatty acyl CoA reductase 1




1128 Arf2 ENSMUST00000057921.4 | ADP-ribosylation factor 2

1129 Tslp ENSMUST00000025237.3  |thymic stromal lymphopoietin

1130 Popdc2 ENSMUST00000023494.7 |popeye domain containing 2

1131 Cbll1 ENSMUST00000064240.7 | Casitas B-lineage lymphoma-like 1

1132 Eif4e3 ENSMUSTO00000032151.2 |eukaryotic translation initiation factor 4E member 3

1133 Freml ENSMUSTO00000170248.3 |Frasl related extracellular matrix protein 1

1134 Appll ENSMUST00000036570.4 adapt(.)r protein, PhosPhotyrosiné i.nteraction, PH
domain and leucine zipper containing 1

1135 Psgl6 ENSMUSTO00000071399.7 |pregnancy specific glycoprotein 16

1136 Tmem245 ENSMUSTO00000068792.7 |transmembrane protein 245

1137 Nxpe2 ENSMUST00000034527.8 neurexophilin and PC-esterase domain family,
member 2

1138 Zstl ENSMUST00000049506.6 | A1C finger (CCCH type), RNA binding motif and
serine/arginine rich 1

1139 Sgpp2 ENSMUSTO00000036172.9 |sphingosine-1-phosphate phosphotase 2

1140 Goltlb ENSMUST00000032372.6 |golgi transport 1 homolog B (S. cerevisiae)

1141 Epm?2aip1 ENSMUSTO00000060711.6 |EPM2A (laforin) interacting protein 1

1142 Tardbp ENSMUST00000084125.4 | TAR DNA binding protein

1143 Zscan4c ENSMUST00000131379.2 |zinc finger and SCAN domain containing 4C

1144 Grm6 ENSMUSTO00000171427.2 | glutamate receptor, metabotropic 6

1145 Kenh? ENSMUST00000075052.4 potassium voltage-gated channel, subfamily H (eag-
related), member 7

1146 Gm8909 ENSMUST00000173353.2 | predicted gene 8909

1147 Sicdalap ENSMUSTO00000117262.2 solute carrier.family 4 (anion exchanger), member 1,
adaptor protein

1148 F5 ENSMUSTO00000086040.5 |coagulation factor V

1149 Kitl ENSMUST00000105283.2 |kit ligand

1150 Zpl4 ENSMUSTO00000077787.7 |zinc finger protein 14

1151 Inpp4a ENSMUST00000027287.5 |inositol polyphosphate-4-phosphatase, type |

1152 Amigo2 ENSMUST00000053106.5 |adhesion molecule with Ig like domain 2

1153 Arl8b ENSMUST00000032196.6 | ADP-ribosylation factor-like 8B

1154 Map4k5 ENSMUST00000110567.2 rsnitogen-activated protein kinase kinase kinase kinase

1155 Gm16485 ENSMUSTO00000104915.2 |predicted gene 16485

1156 Impa2 ENSMUST00000025403.6 |inositol (myo)-1(or 4)-monophosphatase 2

1157 S1c356 ENSMUST00000062962.6 |solute carrier family 35, member F6

1158 Slel6a7 ENSMUST00000063318.3 solute carrier family 16 (monocarboxylic acid
transporters), member 7

1159 Arvl ENSMUST00000034463.3 | ARV1 homolog (yeast)

1160 Ketds ENSMUST00000054095.4 gotassium channel tetramerisation domain containing

1161 Ktnl ENSMUST00000022391.8 | kinectin 1

1162 Tmem206 ENSMUST00000027940.5 |transmembrane protein 206

1163 Mbtps2 ENSMUST00000058098.9  |membrane-bound transcription factor peptidase, site 2

1164 Hipk3 ENSMUST00000028600.8 |homeodomain interacting protein kinase 3

1165 Xrec2 ENSMUST00000030773.7 X-r.ay repair complementing defective repair in
Chinese hamster cells 2

1166 Tom1l11 ENSMUST00000020849.3 |target of mybl-like 1 (chicken)

1167 Wnkl ENSMUST00000060043.7 | WNK lysine deficient protein kinase 1

1168 Z1p605 ENSMUST00000112528.2 |zinc finger protein 605

1169 Plala ENSMUST00000002926.6 |phospholipase Al member A

1170 Htr3a ENSMUSTO00000003826.7 | 5-hydroxytryptamine (serotonin) receptor 3A




1171 Mipl53 ENSMUSTO00000113938.3 |mitochondrial ribosomal protein L53

1172 Slit2 ENSMUST00000170109.3 |slit homolog 2 (Drosophila)

1173 Rplll ENSMUST00000058229.4 |retinitis pigmentosa 1 homolog (human)-like 1

1174 Gm12353 ENSMUSTO00000108250.2 |predicted gene 12353

1175 Tmtc3 ENSMUST00000058154.9 gransmembrane and tetratricopeptide repeat containing

. mesoderm induction early response 1 homolog

1176 Mierl ENSMUST00000106858.2 .
(Xenopus laevis

1177 Hivep2 ENSMUST00000191138. 1 hpmfm immugodeﬁciency virus type I enhancer
binding protein 2

1178 Uril ENSMUSTO00000085513.4 |URII, prefoldin-like chaperone

1179 Athgefo ENSMUSTO00000033468. 5 16lac/Cd042 guanine nucleotide exchange factor (GEF)

1180 Serpl ENSMUST00000029385.7 |stress-associated endoplasmic reticulum protein 1

1181 Acvr2a ENSMUST00000063886.3 |activin receptor ITA

1182 Tead3 ENSMUST00000154873.2 | TEA domain family member 3

1183] 4933402D24Rik ENSMUST00000027102.1 |RIKEN cDNA 4933402D24 gene

1184 Olfr536 ENSMUST00000064392.6 |olfactory receptor 536

1185 Zbtbd6 ENSMUST00000100359.1 |kelch repeat and BTB (POZ) domain containing 6

1186 Tbed ENSMUSTO00000103013.4 |tubulin-specific chaperone d

1187 Timm8al ENSMUST00000054213.4 |translocase of inner mitochondrial membrane 8A1

1188 Pafah1b2 ENSMUST00000172450. 1 platelgt-activating factor acetylhydrolase, isoform 1b,
subunit 2

1189 Zp945 ENSMUST00000160457.3 |zinc finger protein 945

1190 Gm20425 ENSMUST00000166836.1 |predicted gene 20425

1191 Lgals8 ENSMUSTO00000124888.2 |lectin, galactose binding, soluble 8

1192 Trim2 ENSMUST00000107692.2  |tripartite motif-containing 2

1193 Sic38all ENSMUST00000112420.2 |solute carrier family 38, member 11

1194 Pppli2 ENSMUST00000060188.8 protein phosphatase 1, regulatory (inhibitor) subunit 2

1195 Dock4 ENSMUST00000037488.6 | dedicator of cytokinesis 4

1196 Sall4 ENSMUST00000075044.4 |sal-like 4 (Drosophila)

1197 Pik3cg ENSMUST00000053215.8 phosphoi‘nositide-3—kinase, catalytic, gamma
polypeptide

1198 Phactr2 ENSMUSTO00000105545.5 |phosphatase and actin regulator 2

1199 Insml ENSMUST00000089257.5 |insulinoma-associated 1

1200 Clqgl3 ENSMUST00000061545.5 | Clg-like 3

1201 Rapgefll ENSMUST00000107479.2 |Rap guanine nucleotide exchange factor (GEF)-like 1

1202 Ticam?2 ENSMUSTO00000070084.4 |toll-like receptor adaptor molecule 2

1203 Senp8 ENSMUST00000163586.2 |SUMO/sentrin specific peptidase 8

1204 Sh3gl2 ENSMUST00000030212.9 | SH3-domain GRB2-like 2

1205 Bmprlb ENSMUST00000029948.9 | bone morphogenetic protein receptor, type 1B

1206 Tsn ENSMUST00000027623.8 |translin

1207 Btla ENSMUST00000063654.4 |B and T lymphocyte associated

1208 Lsamp ENSMUSTO00000099761.4 |limbic system-associated membrane protein

1209 Pdpkl ENSMUST00000102927.4 | 3-phosphoinositide dependent protein kinase 1

1210 Zp235 ENSMUST00000056549.7 |zinc finger protein 235

1211 Bag3 ENSMUST00000033136.7 |BCL2-associated athanogene 3

1212 Btbd19 ENSMUST(00000183310.1 |BTB (POZ) domain containing 19

1213 Oxgrl ENSMUSTO00000058213.5 |oxoglutarate (alpha-ketoglutarate) receptor 1

1214 Cenpm ENSMUSTO00000089157.4 | centromere protein M

1215] 1810011H11Rik ENSMUST00000039191.6 |RIKEN ¢cDNA 1810011H11 gene




1216 Zdhhc21 ENSMUST00000030110.9 |zinc finger, DHHC domain containing 21

1217 Galrl ENSMUST00000065224.6 | galanin receptor 1

1218 Sacmll ENSMUST00000026270.7 SACI (sgppressor of actin mutations 1, homolog)-like
(S. cerevisiae)

1219 Nafl ENSMUSTO00000118009.1 |nuclear assembly factor 1 homolog (S. cerevisiae)

1220 Tmtl ENSMUSTO00000057578.10 |tRNA nucleotidyl transferase, CCA-adding, 1

1221 Racl ENSMUST00000080537.8 |RAS-related C3 botulinum substrate 1

1222] A830073021Rik ENSMUST00000169090.1 |RIKEN cDNA A830073021 gene

1223 Aadat ENSMUSTO00000079472.2 |aminoadipate aminotransferase

1224 Fbxoll ENSMUSTO00000005504.9 |F-box protein 11

1225 Plek ENSMUST00000102881.4 | pleckstrin

1226 Ber ENSMUSTO00000164107.1 |breakpoint cluster region

1227 Seed ENSMUST00000077221.5 sarcoglycan, delta (dystrophin-associated glycoprotein)

1228 Al314180 ENSMUSTO00000102889.4 |expressed sequence Al314180

1229 Dclk1 ENSMUST00000167204.2 | doublecortin-like kinase 1

1230 Brca2 ENSMUST00000044620.7 |breast cancer 2

1231 Sorcs1 ENSMUST00000164039.3 | VPS10 domain receptor protein SORCS 1

1232 Cast ENSMUST00000065629.4 | calpastatin

1233 Smurf2 ENSMUST00000103067.4 | SMAD specific E3 ubiquitin protein ligase 2

1234 Nus] ENSMUST00000023830.9 nuclear undecapren.yl. pyrophosphate synthase 1
homolog (S. cerevisiae)

1235 Zic3 ENSMUST00000088627.5 |zinc finger protein of the cerebellum 3

1236 Bagl ENSMUST00000108089.2 |BCL2-associated athanogene 1

1237 Gng4 ENSMUST00000021734.7 guanine nucleotide binding protein (G protein),
gamma 4

1238 P2ryl ENSMUSTO00000029331.1 |purinergic receptor P2Y, G-protein coupled 1

1239 Rundc3b ENSMUST00000047485.9 |RUN domain containing 3B

1240 S1c9a7 ENSMUSTO00000072451 .5 solute carrier family 9 (sodium/hydrogen exchanger),
member 7

1241 Per3 ENSMUST00000103204.5 |period circadian clock 3

1242 Kl1f5 ENSMUST00000005279.6 |Kruppel-like factor 5

1243 Zcchce2 ENSMUST00000119166.2 | zinc finger, CCHC domain containing 2

1244] 2810417H13Rik ENSMUST00000045802.6 |RIKEN cDNA 2810417H13 gene

1245 Zscan4d ENSMUST00000067210.5 |zinc finger and SCAN domain containing 4D

1246 Twsgl ENSMUST00000024906.4 |twisted gastrulation homolog 1 (Drosophila)

1247 Rnf128 ENSMUST00000113026.1 |ring finger protein 128

1248 Ncam?2 ENSMUST00000037785.8 |neural cell adhesion molecule 2
sema domain, immunoglobulin domain (Ig),

1249 Semadd ENSMUST00000110040.3 |transmembrane domain (TM) and short cytoplasmic
domain, (semaphorin) 4D

1250 Tiam1 ENSMUSTO00000114122.2 | T cell lymphoma invasion and metastasis |

1251 Rsbnll ENSMUST00000036489.5 |round spermatid basic protein 1-like

1252 Gm3646 ENSMUST00000171319.2 | predicted gene 3646

1253 Efnb2 ENSMUST00000001319.8 |ephrin B2

1254 Zipl14 ENSMUSTO00000086010.5 |zinc finger protein 114

1255 Acmsd ENSMUSTO00000038006.7 ]amino carboxymuconate semialdehyde decarboxylase

1256 Ubxnl0 ENSMUST00000105811.3 |JUBX domain protein 10

1257 Cemdl ENSMUST00000023849 9 CCR.4 .carbon catabolite repression 4-like (S.
cerevisiae)

1258 Pyhinl ENSMUSTO00000056071.7 |pyrin and HIN domain family, member 1

1259 Fam198b ENSMUST00000029567.8 | family with sequence similarity 198, member B




1260 Gm26596 ENSMUST00000180464.1 |predicted gene, 26596

1261 Hmbox1 ENSMUST00000022544.8 |homeobox containing 1

1262 Pkib ENSMUST00000075992.6 prote?in kinase inhibitor beta, cCAMP dependent, testis
specific

1263 Corin ENSMUST00000167460.3 | corin

1264 Pik3ca ENSMUST00000029201.8 phosphat.idylinositol 3-kinase, catalytic, alpha
polypeptide

1265 Pidl ENSMUST00000168574.3 | phosphotyrosine interaction domain containing 1

1266 Rftnl ENSMUST00000044503.8 |raftlin lipid raft linker 1

1267 Myh10 ENSMUSTO00000102611.4 |myosin, heavy polypeptide 10, non-muscle

1268 Atp7a ENSMUSTO00000055941.6 | ATPase, Cut+ transporting, alpha polypeptide

1269 Aldh7al ENSMUST00000174518.2 |aldehyde dehydrogenase family 7, member Al

1270 Gpresb ENSMUST00000008878.8 | Protein-coupled receptor, family €, group 3,
member B

1271 Smclb ENSMUST00000023068.6 |structural maintenance of chromosomes 1B

1272 Luc713 ENSMUSTO00000107820.1 |LUC7-like 3 (S. cerevisiae)

1273 Gm13288 ENSMUST00000094977.1 |predicted gene 13288

1274 Pcdhb5 ENSMUST00000078271.2 |protocadherin beta 5

1275 Otud4 ENSMUST00000173078.2 |OTU domain containing 4

1276 Cnihl ENSMUST00000015903.5 |comichon homolog 1 (Drosophila)

1277 Lsm1 ENSMUST00000038421 6 LSM1 hg@olog, U6 small nuclear RNA associated
(S. cerevisiae)

1278 Tef712 ENSMUST00000111656.2 transcription factor 7 like 2, T cell specific, HMG box

1279 Yodl ENSMUSTO00000049813 .5 YOD1 OTU deubiquitinating enzyme 1 homologue
(S. cerevisiae)

1280 Gm17365 ENSMUSTO00000178236.1 |predicted gene, 17365

1281 Slc32al ENSMUST00000045738.4 solute carrier family 32 (GABA vesicular transporter),
member 1

1282 Plcgl ENSMUST00000109462.2 |phospholipase C, gamma 1

1283 Fzd4 ENSMUST00000058755.3 | frizzled homolog 4 (Drosophila)

1284 Affl ENSMUST00000054979.4 | AF4/FMR2 family, member 1

1285 Stox2 ENSMUST00000110367.3 |storkhead box 2

1286 Cetn2 ENSMUST00000114551.4 | centrin 2

1287 Usp25 ENSMUST00000023580.6 |ubiquitin specific peptidase 25

1288 Mtdh ENSMUST00000022865.10 [metadherin

1289 Rifl ENSMUST00000069794.5 |Rapl interacting factor 1 homolog (yeast)

1290 Fgfl ENSMUSTO00000117566.2 | fibroblast growth factor 1

1291 Pilra ENSMUSTO00000058897.5 |paired immunoglobin-like type 2 receptor alpha

1292 Arfipl ENSMUST00000170190.2 | ADP-ribosylation factor related protein 1

1293 Fam171al ENSMUSTO00000115099.3 | family with sequence similarity 171, member Al

1294 Nap115 ENSMUST00000059539.3  |nucleosome assembly protein 1-like 5

1295 Hyal6 ENSMUST00000031690.5 |hyaluronoglucosaminidase 6

1296 Rhou ENSMUST00000045487.3 |ras homolog gene family, member U

1297 Snx31 ENSMUSTO00000013755.6 |sorting nexin 31

1298 Slc25a36 ENSMUSTO00000085206.5 |solute carrier family 25, member 36

1299 Adam10 ENSMUST00000067880.7 |a disintegrin and metallopeptidase domain 10

1300 Psmbl1 ENSMUSTO00000097177.4 rl)rloteasome (prosome, macropain) subunit, beta type,

1301 Acap2 ENSMUST00000058033,7 | ~TOAP with coiled-coil, ankyrin repeat and PH
domains 2

1302 Gm13242 ENSMUST00000105738.3 | predicted gene 13242




1303 Pcdh8 ENSMUST00000039568.5 | protocadherin 8

1304 Cd24a ENSMUST00000058714.8 | CD24a antigen

1305 Sim1 ENSMUST00000020071.3 |single-minded homolog 1 (Drosophila)

1306 Jakmip2 ENSMUST00000082254.6 |janus kinase and microtubule interacting protein 2

1307 Dazap?2 ENSMUSTO00000000356.8 |DAZ associated protein 2

1308 Trio ENSMUST00000090247.5 |triple functional domain (PTPRF interacting)

1309 Cepl35 ENSMUST00000121979.2 | centrosomal protein 135

1310 Rapla ENSMUST00000090678.6 |RAS-related protein-la

1311 11171b ENSMUSTO00000122205.2 |interleukin 17 receptor B

1312 Pdelc ENSMUST00000166890.2 |phosphodiesterase 1C

1313 Dkk2 ENSMUST00000029665.5 |dickkopf homolog 2 (Xenopus laevis)

1314 Gdap2 ENSMUSTO00000029459 4 ganglioside—induced differentiation-associated-protein

1315 Rnf217 ENSMUST00000081989.7 |ring finger protein 217

1316 Akrlb3 ENSMUST00000102980.5 aldo-keto reductase family 1, member B3 (aldose
reductase)

1317 Fgf9 ENSMUSTO00000165526.2 | fibroblast growth factor 9

1318 Gprl149 ENSMUST00000058535.5 |G protein-coupled receptor 149

1319 Pdpn ENSMUST00000030317.8 |podoplanin

1320 Slc4al0 ENSMUST00000102735.4 | S°lute carrier family 4, sodium bicarbonate
cotransporter-like, member 10

1321 Rnfl25 ENSMUSTO00000050004.1 |ring finger protein 125

1322 Vps4b ENSMUST00000094646.5 | vacuolar protein sorting 4b (yeast)

1323 Gtf2hl ENSMUSTO00000006774.5 | general transcription factor I H, polypeptide 1

1324 H2-Ob ENSMUST00000095342.4 | histocompatibility 2, O region beta locus

1325 Vasp ENSMUST00000032561.8 | vasodilator-stimulated phosphoprotein

1326 Ptprb ENSMUSTO00000092167.5 |protein tyrosine phosphatase, receptor type, B

1327 Cradd ENSMUST00000053594. 5 CASP2 anq RIPK1 domain containing adaptor with
death domain

1328 Hcls1 ENSMUST00000023531.9 |hematopoietic cell specific Lyn substrate 1

1329 Slitrk6 ENSMUST00000078386.2 | SLIT and NTRK-like family, member 6

1330 Gm1564 ENSMUST00000100378.3  |predicted gene 1564

1331 Pask ENSMUST00000027493.3 |PAS domain containing serine/threonine kinase

1332 Tbx2 ENSMUST00000000095.6 | T-box 2

1333 Stp72 ENSMUSTO00000101087.4 |signal recognition particle 72

1334 Marcks ENSMUST00000092584.5 |myristoylated alanine rich protein kinase C substrate

1335 Amdhdl ENSMUST00000016034.2 |amidohydrolase domain containing 1

1336 Abca2 ENSMUSTO00000102919 3 ;&TP—binding cassette, sub-family A (ABC1), member

1337 Dcafl0 ENSMUST00000155551.2 |DDB1 and CULA4 associated factor 10

1338 Qserl ENSMUSTO00000117237.1 | glutamine and serine rich 1

1339 Palm3 ENSMUST00000055077.6 |paralemmin 3

1340 H2bfm ENSMUST00000059808.4 |H2B histone family, member M

1341 Ugcre2 ENSMUSTO00000033176.5 Jubiquinol cytochrome ¢ reductase core protein 2

1342 Napepld ENSMUSTO00000115217.2 |N-acyl phosphatidylethanolamine phospholipase D

1343 Serfl ENSMUST00000132053.2 |small EDRK-rich factor 1

1344 Ube2v2 ENSMUSTO00000115777.4 |ubiquitin-conjugating enzyme E2 variant 2

1345 Prlr ENSMUST00000128921.2 |prolactin receptor

1346 Nkain3 ENSMUST00000119374.2  |Na+/K+ transporting ATPase interacting 3

1347 Adcyl ENSMUST00000020706.4 |adenylate cyclase 1

1348 P1k3 ENSMUST00000076859.6 |polo-like kinase 3

1349 Xlr ENSMUST00000067782.2 | X-linked lymphocyte-regulated




1350 Cepl70b ENSMUST00000101018.4 | centrosomal protein 170B

1351 Cnn2 ENSMUST00000004784.5 | calponin 2

1352 Atxn2 ENSMUST00000051950.8 ] ataxin 2

1353 Cln6 ENSMUST00000034776.7 |ceroid-lipofuscinosis, neuronal 6

1354 Rab23 ENSMUST00000088287.4 |RAB23, member RAS oncogene family

1355 Prdml ENSMUST00000039174.5 |PR domain containing 1, with ZNF domain

1356 Vezfl ENSMUSTO00000018521.5 |vascular endothelial zinc finger 1

1357 Icmt ENSMUST00000048892.8 |isoprenylcysteine carboxyl methyltransferase

1358] 7530416G11Rik ENSMUST00000178942.1 |RIKEN cDNA 7530416G11 gene

1359 Kl1hl41 ENSMUST00000100050.3 |kelch-like 41

1360 Mbnl2 ENSMUST00000088419.7 | muscleblind-like 2

1361 Mel ENSMUST00000034989.9 |malic enzyme 1, NADP(+)-dependent, cytosolic

1362 Rnfl4 ENSMUSTO00000170811.2 |ring finger protein 14

1363 Phf6 ENSMUST00000078944.7 |PHD finger protein 6

1364 Kdm7a ENSMUST00000002305.8 |lysine (K)-specific demethylase 7A

1365 Ccser2 ENSMUST00000090024.5 | coiled-coil serine rich 2

1366 Suco ENSMUSTO00000048377.5 |SUN domain containing ossification factor

1367 Acbd7 ENSMUSTO00000115089.1 Jacyl-Coenzyme A binding domain containing 7

1368 Arhgap5 ENSMUST00000110725.1 |Rho GTPase activating protein 5

1369 1700013F07Rik ENSMUST00000029485.5 |RIKEN cDNA 1700013F07 gene

1370 Tmem19 ENSMUST00000092170.5 |transmembrane protein 19

1371 POU2F1 ENSMUST00000111427.3 ) o )
POU domain, class 2, transcription factor 1 isoform B

1372 Zfand5 ENSMUST00000025659.5 |zinc finger, AN1-type domain 5

1373 Tssk4 ENSMUST00000164809.2 |testis-specific serine kinase 4

1374 Pitx2 ENSMUST00000029657.10 | paired-like homeodomain transcription factor 2

1375 Mbtd1 ENSMUST00000063718.5 |mbt domain containing 1

1376 Oxrl ENSMUST00000022918.8 | oxidation resistance 1

1377 Gsted ENSMUSTO00000029651 .5 glutat'hilone S-transferase, C-terminal domain
containing

1378 Tmem169 ENSMUST00000027380.6 |transmembrane protein 169

1379 S1c9ad ENSMUST00000027233.7 solute carrier family 9 (sodium/hydrogen exchanger),
member 4

1330 Plekhs] ENSMUST00000178590.2 pleckstrin homology domain containing, family S
member 1

1381 Glrb ENSMUST00000029654.9 | glycine receptor, beta subunit

1382 Gm14226 ENSMUST00000130870.1 |predicted gene 14226

1383 Thbsl ENSMUST00000039559.8  |thrombospondin 1

1384 Hemgn ENSMUSTO00000107764.3 |hemogen

1385 Hdhd2 ENSMUST00000150990.2 haloa@si dehalogenase-like hydrolase domain
containing 2

1386 Fllr ENSMUST00000043839.4 |F11 receptor

1387 Sdc2 ENSMUST00000022871.5 |syndecan 2

1388 Shisa3 ENSMUSTO00000087241.5 |shisa homolog 3 (Xenopus laevis)

1389 Bdpl ENSMUST00000038104.6 |2 double prime L, subunit of RNA polymerase III
transcription initiation factor I1IB

1390 S1c39a6 ENSMUSTO00000070726.4 solute carrier family 39 (metal ion transporter),
member 6

1391 Acot4 ENSMUST00000021652.3 |acyl-CoA thioesterase 4

1392 Prrl5l1 ENSMUST00000107636.3  |proline rich 15-like

1393 Tnfisf13b ENSMUST00000010286.2 tumor necrosis factor receptor superfamily, member

13b




1394 Arl14epl ENSMUST00000097580.1 | ADP-ribosylation factor-like 14 effector protein-like

1395 Ccdc38 ENSMUST00000092215.5 |coiled-coil domain containing 38

1396 Olfinl1 ENSMUST00000120990.1 |olfactomedin-like 1

1397 Plod2 ENSMUST00000070522.8 |procollagen lysine, 2-oxoglutarate 5-dioxygenase 2

1398 Selt ENSMUSTO00000107924.1 |selenoprotein T

1399 Synel ENSMUST00000095899.3 |spectrin repeat containing, nuclear envelope 1

1400 Gm479%4 ENSMUST00000165904.1 |predicted gene 4794

1401 Gm15737 ENSMUST00000113434.1 |predicted gene 15737

1402 Tcaml ENSMUST00000044462.3 |testicular cell adhesion molecule 1

1403 N28178 ENSMUSTO00000107975.2 |expressed sequence N28178

1404 Amigol ENSMUST00000106656.1 |adhesion molecule with Ig like domain 1

1405 Semale ENSMUSTO00000073957.6 se@a doma?n, immunoglobulin d(?main (Ig), short
basic domain, secreted, (semaphorin) 3E

1406 Mov10 ENSMUST00000002297.6 |Moloney leukemia virus 10

1407 Tmem?220 ENSMUSTO00000061786.5 |transmembrane protein 220

1408 Npcl ENSMUST00000025279.5 |Niemann-Pick type C1

1409 Trim32 ENSMUSTO00000050850.8 |tripartite motif-containing 32

1410] 4921522P10Rik ENSMUST00000048606.1 | RIKEN cDNA 4921522P10 gene

1411 Slc26a4 ENSMUSTO00000001253.7 |solute carrier family 26, member 4

1412 Ddhd2 ENSMUST00000033975.6 |DDHD domain containing 2

1413 Dnajb9 ENSMUST00000015049.3 |Dnal (Hsp40) homolog, subfamily B, member 9

1414 Ccdcl5 ENSMUSTO00000037275.5 |coiled-coil domain containing 15

1415 Itgad ENSMUST00000099972.4 |integrin alpha 4

1416 Themis ENSMUST00000056097.5 |thymocyte selection associated

1417 Efcabl ENSMUST00000090277.1 |EF hand calcium binding domain 1

1418 Cyp24al ENSMUST00000038824.5 | cYtochrome P430, family 24, subfamily a,
polypeptide 1

1419 Gopce ENSMUST00000105475.3 . : : ) . .
golgi associated PDZ and coiled-coil motif containing

1420 Ube213 ENSMUSTO00000115699.2 Jubiquitin-conjugating enzyme E2L 3

1421] A230046K03Rik ENSMUST00000038388.5 | RIKEN cDNA A230046K03 gene

1422 Duspl2 ENSMUST00000027970.8 |dual specificity phosphatase 12

1423 Lircl ENSMUSTO00000183873.2 |leucine rich repeat containing 1

1424 Ptchd4 ENSMUST00000048691.4 |patched domain containing 4

1425 Ksrl ENSMUSTO00000018478.5 |kinase suppressor of ras 1

1426 Scgb1b27 ENSMUSTO00000085618.4 |secretoglobin, family 1B, member 27

1427 Itsnl ENSMUST00000056482.8 |intersectin 1 (SH3 domain protein 1A)

1428 Kenjl ENSMUST00000047334.8 potassium inwardly-rectifying channel, subfamily J,
member 1

1429 Impdh1 ENSMUSTO00000160878.2 |inosine 5'-phosphate dehydrogenase 1

1430 Zranb2 ENSMUST00000106057.2 |]zinc finger, RAN-binding domain containing 2

1431 Maprel ENSMUST00000028981 8 microtubule-associated protein, RP/EB family,
member 1

1432 Fam117b ENSMUST00000036540.6 |family with sequence similarity 117, member B

1433 Golph3l ENSMUST00000060323.6 | golgi phosphoprotein 3-like

1434 Kenj3 ENSMUST00000112632. 1 potassium inwardly-rectifying channel, subfamily J,
member 3

1435 Tmem47 ENSMUST00000026760.2 |transmembrane protein 47

1436 Nabpl ENSMUST00000027279.6 |nucleic acid binding protein 1

1437 Oprk1 ENSMUST00000160777.2 | opioid receptor, kappa 1

1438 Fxrl ENSMUST00000001620.8 fragile X mental retardation gene 1, autosomal

homolog




1439 Deptor ENSMUST00000096433.4 |DEP domain containing MTOR -interacting protein

1440 Acpl ENSMUST00000062740.8 ]acid phosphatase 1, soluble

1441 Slcl12a5 ENSMUST00000099092.4 |solute carrier family 12, member 5

1442 Monlb ENSMUST00000179926.2 |MONI1 homolog b (yeast)

1443] 1810011010Rik ENSMUST00000052622.5 |RIKEN cDNA 1810011010 gene

1444 Ki1hl31 ENSMUST00000057781.7 | kelch-like 31

1445 Itga6 ENSMUST00000028522.4  |integrin alpha 6

1446 Rel ENSMUSTO00000102864.3 |reticuloendotheliosis oncogene

1447 Cttnbp2nl ENSMUST00000077548.6 |CTTNBP2 N-terminal like

1448 Tceall ENSMUSTO00000055104.5 |transcription elongation factor A (SII)-like 1

1449 Fbxo032 ENSMUST00000022986.6 | F-box protein 32

1450 Rnfl170 ENSMUSTO00000110575.2  |ring finger protein 170

1451 Plxdc2 ENSMUST00000028081.7 |plexin domain containing 2

1452 Ubxn4 ENSMUST00000027592.4 |UBX domain protein 4

1453 Krt222 ENSMUST00000103132.4 | keratin 222

1454 Mfapla ENSMUST00000089926.5 |microfibrillar-associated protein 1A

1455 Vash2 ENSMUST00000047409.7 | vasohibin 2

1456 7dbf2 ENSMUSTO00000114132.2 |zinc finger, DBF-type containing 2

1457 Bach1 ENSMUST00000026703.5 |BTB and CNC homology 1

1458 Cdhl1 ENSMUST00000075190.3 | cadherin 11

1459 HtrSb ENSMUSTO00000055884.7 | 5-hydroxytryptamine (serotonin) receptor 5B

1460 Ssx2ip ENSMUSTO00000106153.3 |synovial sarcoma, X breakpoint 2 interacting protein

1461 Gm7276 ENSMUST00000097520.2 |predicted gene 7276

1462 Igfl ENSMUSTO00000105300.3 ]insulin-like growth factor 1

1463 Ztp459 ENSMUST00000056470.8 | zinc finger protein 459

1464 Z1p503 ENSMUST00000043409.7 |zinc finger protein 503

1465 Cendl ENSMUST00000093962.4 |cyclin D1

1466 Hps5 ENSMUSTO00000107654.2 |Hermansky-Pudlak syndrome 5 homolog (human)

1467 Nrk ENSMUST00000113052.2 | Nik related kinase

1468] 9330159NO5Rik ENSMUST00000180541.1 |RIKEN cDNA 9330159N05 gene

1469 Tafld ENSMUST00000164079 2 TATA box binding protein (Tbp)-associated factor,
RNA polymerase [, D

1470 Rprdib ENSMUST00000109518.2 rlfi;gulation of nuclear pre-mRNA domain containing

1471 Pkn2 ENSMUST00000043812.9 | protein kinase N2

1472 Rrebl ENSMUSTO00000128570.2 |ras responsive element binding protein 1

1473 Eafl ENSMUST00000022446.5 |ELL associated factor 1

1474 Micu3 ENSMUST00000068999.8 |mitochondrial calcium uptake family, member 3

1475 Egf ENSMUST00000029653.2 |epidermal growth factor

1476 Bodll ENSMUSTO00000050556.7 |biorientation of chromosomes in cell division 1-like

1477 Sla ENSMUSTO00000164163.2 |src-like adaptor

1478 Ferls ENSMUST00000090986.5 |Fc receptor-like S, scavenger receptor

1479 Zbtbl11 ENSMUST00000050248.8 | zinc finger and BTB domain containing 11

1480 Tmbiml ENSMUSTO00000016309.10 |transmembrane BAX inhibitor motif containing 1

1481 Gm14322 ENSMUSTO00000119838.3 |predicted gene 14322

1482 Pcdhl1x ENSMUSTO00000113358.4 | protocadherin 11 X-linked

1483 Caprinl ENSMUST00000028607.7 |cell cycle associated protein 1

1484 Gm14418 ENSMUSTO00000128657.2 |predicted gene 14418

1485 Robo2 ENSMUST00000117200.2 |roundabout homolog 2 (Drosophila)

1486 Hnmpk ENSMUSTO00000116403.3 |heterogeneous nuclear ribonucleoprotein K

1487 Abi2 ENSMUST00000052332.9 ]abl-interactor 2

1488 Rps6ka2 ENSMUST00000024575.6 |ribosomal protein S6 kinase, polypeptide 2




1489 Sparcl1 ENSMUST00000031249.3 | SPARC-like 1

1490 Netol ENSMUST00000058829.2 | neuropilin (NRP) and tolloid (TLL)-like 1

1491 Fbin7 ENSMUST00000110324.2 |fibulin 7

1492] 3222401L13Rik ENSMUST00000097608.2 | RIKEN ¢cDNA 3222401L13 gene

1493] A530053G22Rik ENSMUST00000060147.4 | RIKEN cDNA A530053G22 gene

1494 Ankrd13c ENSMUST00000040787.8 |ankyrin repeat domain 13¢

1495 Barhl1 ENSMUST00000050776.3 | BarH-like 1 (Drosophila)

1496 Ketd12 ENSMUSTO00000184744. 1 Il)(z)tassium channel tetramerisation domain containing

1497 Rps6kas ENSMUST00000043599.6 |ribosomal protein S6 kinase, polypeptide 5

1498 Scaper ENSMUSTO00000037408.8 |S phase cyclin A-associated protein in the ER

1499 Rbm?24 ENSMUST00000037923.3 |RNA binding motif protein 24

1500 Tmem87a ENSMUST00000090046.6 |transmembrane protein §7A

1501 Gabrb3 ENSMUST00000085240,5 | £2mma-aminobutyric acid (GABA) A receptor,
subunit beta 3

1502 BC023829 ENSMUST00000101506.4 | cDNA sequence BC023829

1503 Lif ENSMUST00000066283.6 | leukemia inhibitory factor

1504 Gm7903 ENSMUSTO00000113172.2 |predicted gene 7903

1505 Nmur2 ENSMUST00000037682.2 |neuromedin U receptor 2

1506] 1700086D15Rik ENSMUST00000020855.3 |RIKEN cDNA 1700086D15 gene

1507 Wnk3 ENSMUST00000096285.4 | WNK lysine deficient protein kinase 3

1508 Ube2g1 ENSMUST00000021148.7 |ubiquitin-conjugating enzyme E2G 1

1509 Mcc ENSMUST00000164666.2 |mutated in colorectal cancers

1510] D930048N14Rik ENSMUST00000117859.2 | RIKEN cDNA D930048N14 gene

1511 Evi5 ENSMUSTO00000112642.2 |ecotropic viral integration site 5

1512 Hps3 ENSMUST00000012580.7 |Hermansky-Pudlak syndrome 3 homolog (human)

1513 Trove2 ENSMUST00000159879.1 | TROVE domain family, member 2

1514 Clcn5 ENSMUST00000004428.8 | chloride channel 5

1515 Anapcl ENSMUST00000014499.4 ] anaphase promoting complex subunit 1

1516 Cyyrl ENSMUSTO00000114174.2 |cysteine and tyrosine-rich protein 1

1517 Lypdl ENSMUST00000159417.1 |Ly6/Plaur domain containing 1

1518 Taccl ENSMUST00000084512.5 |transforming, acidic coiled-coil containing protein 1

1519 Copg2 ENSMUSTO00000048774.7 |coatomer protein complex, subunit gamma 2

1520 Foxal ENSMUST00000044380.6 | forkhead box Al

1501 S1c9as ENSMUSTO00000073149 5 solute carrier family 9 (sodium/hydrogen exchanger),
member 5

1522 Kbtbd13 ENSMUST00000068307.3 |kelch repeat and BTB (POZ) domain containing 13

1523 Ptprr ENSMUST00000063470.5 |protein tyrosine phosphatase, receptor type, R

1524 Nin ENSMUST00000085314.4  |ninein

1525 Haplnl ENSMUST00000022108.7 |hyaluronan and proteoglycan link protein 1

1526 Manla2 ENSMUSTO00000008907.8 |mannosidase, alpha, class 1A, member 2

1527 Slcl6al4 ENSMUST00000027422.6 | SOtute camier family 16 (monocarboxylic acid
transporters), member 14

1528 Myrf ENSMUST00000088013.6 | myelin regulatory factor

1529 7953 ENSMUSTO00000081582.6 |zinc finger protein 953

1530 Prokr2 ENSMUST00000049997.8 | prokineticin receptor 2

1531 Synj2 ENSMUSTO00000115789.2 |synaptojanin 2

1532 Ntrk3 ENSMUST00000039431.8 |neurotrophic tyrosine kinase, receptor, type 3

1533 Tuscl ENSMUST00000066774.5 |tumor suppressor candidate 1

1534 Gprl61 ENSMUST00000178700.2 |G protein-coupled receptor 161

1535 Fbx114 ENSMUST00000032094.6 | F-box and leucine-rich repeat protein 14

1536 Slc25a41 ENSMUSTO00000058661.8 |solute carrier family 25, member 41




1537 Zbtb26 ENSMUST00000067043.4 |zinc finger and BTB domain containing 26

1538 BC051628 ENSMUST00000050026.6 | cDNA sequence BC051628

1539 Pax7 ENSMUSTO00000030508.8 |paired box 7

1540 Crkl ENSMUST00000006293.3 If'-kcrk sarcoma virus CT10 oncogene homolog (avian)-
ike

1541 Dnaja4 ENSMUST00000070070.7 |DnaJ (Hsp40) homolog, subfamily A, member 4

1542 Ddi2 ENSMUST00000102484.4 | DNA-damage inducible protein 2

1543 Tmemo65 ENSMUSTO00000072113.5 |transmembrane protein 65

1544 Blzfl ENSMUSTO00000027866.5 |basic leucine zipper nuclear factor 1

1545 Fancc ENSMUSTO00000073029.6 |Fanconi anemia, complementation group C

1546 Vmnlrl 80 ENSMUSTO00000173816.3 |vomeronasal 1 receptor 180

1547 Cybrdl ENSMUST00000028403.2 |cytochrome b reductase 1

1548 Osbpl2 ENSMUST00000040668.8 | oxysterol binding protein-like 2

1549 Crispld] ENSMUST00000095075.4 cystei.n§—rich secretory protein LCCL domain
containing 1

1550 Nfkbie ENSMUST00000024742 7 Tluclear fac‘For of kappa l%ght polypeptide gene enhancer
in B cells inhibitor, epsilon

1551 Ing2 ENSMUSTO00000080353.2 |inhibitor of growth family, member 2

1552 Npas2 ENSMUSTO00000056815.7 |neuronal PAS domain protein 2

1553 Txnrd1 ENSMUST00000020484.6 |thioredoxin reductase 1

1554 Tgfbrl ENSMUSTO00000007757.9 |transforming growth factor, beta receptor I

1555 Trim36 ENSMUSTO00000167364.2 |tripartite motif-containing 36

1556 Cd28 ENSMUST00000027165.2 | CD28 antigen

1557 Kl ENSMUST00000163048.2 KRR1, small subunit (SSU) processome component,
homolog (yeast)

1558 Plexd3 ENSMUST00000061925.4 |Phosphatidylinositol-specific phospholipase €, X
domain containing 3

1559 Trdmt1 ENSMUST00000124488.1 |tRNA aspartic acid methyltransferase 1

1560 Pvrl3 ENSMUST00000023334.9 |poliovirus receptor-related 3

1561 Caspl6 ENSMUSTO00000088673.4 |caspase 16, apoptosis-related cysteine peptidase

1562 Cxadr ENSMUST00000023572.8 | coxsackie virus and adenovirus receptor

1563 St8sia3 ENSMUST00000025477.8 |18 alpha-N-acetyl-neuraminide alpha-2,8-
sialyltransferase 3

1564] 2410127L17Rik ENSMUST00000025632.9 |RIKEN ¢cDNA 2410127117 gene

1565 BC106179 ENSMUST00000055369.4 | cDNA sequence BC106179

1566 Adadl ENSMUST00000144629 2 aden.osine deaminase domain containing 1 (testis
specific)

1567 Sp2 ENSMUST00000107626.2 | Sp2 transcription factor

1568 Zfp518a ENSMUST00000050092.6 |zinc finger protein 518A

1569 Sh2b3 ENSMUST00000086310.2 | SH2B adaptor protein 3

1570 Prfl ENSMUST00000035419.5 |perforin 1 (pore forming protein)

1571 Ar ENSMUSTO00000052837.7 |androgen receptor

1572 Sec6lg ENSMUST00000109643.2 |SEC61, gamma subunit

1573 Dhdds ENSMUST00000144668.2 | dehydrodolichyl diphosphate synthase

1574 Ttc26 ENSMUSTO00000162554.2 |tetratricopeptide repeat domain 26

1575 Rbms3 ENSMUST00000111773.4 RNtA' binding motif, single stranded interacting
protein

1576] E330009J07Rik ENSMUST00000101492.4 | RIKEN cDNA E330009J07 gene

1577 Aphla ENSMUSTO00000015894.6 |anterior pharynx defective 1a homolog (C. elegans)

1578 Eif5 ENSMUST00000166123.2 |eukaryotic translation initiation factor 5

1579 Lrrcl8 ENSMUST00000038956.5 |leucine rich repeat containing 18

1580 Tbx18 ENSMUST00000034991.7 | T-box18




1581 Gm6768 ENSMUST00000022467.9 | predicted gene 6768

1582 Rnfl 14 ENSMUST00000078050.6 |ring finger protein 114

1583 Rest ENSMUST00000080359.6 |REl-silencing transcription factor

1584 Z{p229 ENSMUSTO00000182603.1 |zinc finger protein 229

1583 Sle26a2 ENSMUST00000146409.2 solute carrier family 26 (sulfate transporter), member 2

1586 Pcdhl7 ENSMUST00000071370.5 | protocadherin 17

1587 Scarb2 ENSMUSTO00000031377.7 |scavenger receptor class B, member 2

1588] E230025N22Rik ENSMUST00000115682.1 |Riken cDNA E230025N22 gene

1589 Zbtb20 ENSMUST00000114694.3 |zinc finger and BTB domain containing 20

1590 Zbtb7a ENSMUSTO00000048128.9 |zinc finger and BTB domain containing 7a

1591 Hrmr ENSMUST00000090856.4 | homerin

1592] 4933430117Rik ENSMUST00000062145.1 | RIKEN cDNA 4933430117 gene

1593 Brcal ENSMUST00000017290.5 |breast cancer 1

1594 Fundc2 ENSMUST00000033541.4 |FUN14 domain containing 2

1595 Usp9x ENSMUSTO00000089302.5 |ubiquitin specific peptidase 9, X chromosome

1596 Gm9887 ENSMUST00000053451.1 |predicted gene 9887

1597 Arhgap18 ENSMUST00000039557.7 |Rho GTPase activating protein 18

1598 Pms2 ENSMUST00000148011.2 |postmeiotic segregation increased 2 (S. cerevisiae)

1599 Galnt11 ENSMUST00000045737.8 UDP—N—acetyl—alpha—D—galactosamine:polypeptide N-
acetylgalactosaminyltransferase 11

1600 Husl ENSMUST00000020683.4 |Husl homolog (S. pombe)

1601 Cacng2 ENSMUST00000019290.2 calcium channel, voltage-dependent, gamma subunit 2

1602 Ccdcl32 ENSMUST00000164052.3 |coiled-coil domain containing 132

1603 Cdh7 ENSMUST00000146282.2 |cadherin 7, type 2

1604 Kdm4b ENSMUST00000025036.5 |lysine (K)-specific demethylase 4B

1605 Wdr89 ENSMUST00000062370.8 | WD repeat domain 89

1606 Cacnale ENSMUSTO00000187541 1 calciur.n channel, voltage-dependent, R type, alpha 1E
subunit

1607 Mecrsl ENSMUSTO00000041190.10 | microspherule protein 1

1608 Ppp3cb ENSMUST00000159027.2 | protein phosphatase 3, catalytic subunit, beta isoform

1609 Enpp6 ENSMUST00000039840.8 |ectonucleotide pyrophosphatase/phosphodiesterase 6

1610 Ankra2 ENSMUST00000123924.2 |ankyrin repeat, family A (RFXANK-like), 2

1611 Tmem140 ENSMUSTO00000074949.3 |transmembrane protein 140
tyrosine 3-monooxygenase/tryptophan 5-

1612 Ywhae ENSMUST00000067664.4 | monooxygenase activation protein, epsilon
polypeptide

1613 Xpol ENSMUST00000102869.2 |exportin 1, CRM1 homolog (yeast)

1614 Cldnl ENSMUST00000023154.2 |claudin 1

1615 Psmad ENSMUST00000034848. 8 Zroteasome (prosome, macropain) subunit, alpha type

1616 Socs6 ENSMUSTO00000070116.6 | suppressor of cytokine signaling 6

1617 Gm9949 ENSMUST00000067743.1 | predicted gene 9949

1618 Slela3 ENSMUST00000157065. 1 solute carrier family 1 (glial high affinity glutamate
transporter), member 3

1619 Cypdal4 ENSMUST00000030487.2 clzitochrome P450, family 4, subfamily a, polypeptide

1620 OIfr519 ENSMUST00000084752.1 |olfactory receptor 519

1621 Mfsd6 ENSMUSTO00000156876.2 |major facilitator superfamily domain containing 6

1622 Kcnip4 ENSMUST00000087395.5 |Kv channel interacting protein 4

1623 Ferll ENSMUST00000163661.2 | Fc receptor-like 1




1624 Rsbnl ENSMUSTO00000106806.1 |rosbin, round spermatid basic protein 1

1625 Wtap ENSMUST00000159986.2 | Wilms tumour 1-associating protein

1626 Cd33 ENSMUST00000039861.5 | CD33 antigen

1627 Cntnap2 ENSMUST00000114641.2 | contactin associated protein-like 2

1628 Camtal ENSMUST00000097774.3 |calmodulin binding transcription activator 1

1629 Apafl ENSMUSTO00000159110.2 |apoptotic peptidase activating factor 1

1630 Pcdhbl8 ENSMUST00000055949.2 | protocadherin beta 18

1631 Cep4l ENSMUST00000031810.9 | centrosomal protein 41

1632 Plekhh2 ENSMUSTO00000047206.5 plejckstn'n homology. domain containing, family H
(with MyTH4 domain) member 2

1633 Cd2ap ENSMUST00000024709.7 |CD2-associated protein

1634 Ano5 ENSMUST00000043944.5 |anoctamin 5

1635 Viila ENSMUST00000095950 2 \l/eAsicle transport through interaction with t-SNAREs

1636 Atf7 ENSMUSTO00000184616.2 |activating transcription factor 7

1637 Rab2b ENSMUST00000022765.8 |RAB2B, member RAS oncogene family

1638 Wdr20 ENSMUST00000095410.2 | WD repeat domain 20

1639] 5430427019Rik ENSMUST00000113976.1 |RIKEN cDNA 5430427019 gene

1640 Mrap2 ENSMUSTO00000113149.2 |melanocortin 2 receptor accessory protein 2

1641 Nipal2 ENSMUST00000040791.7 |NIPA-like domain containing 2

1642 AF529169 ENSMUST00000044491.7 | cDNA sequence AF529169

1643] E030002003Rik ENSMUST00000051137.9 | RIKEN cDNA E030002003 gene

1644 Bncl ENSMUST00000026096.7 | basonuclin 1

1645 Dcaf6 ENSMUST00000027856.7 |DDB1 and CUL4 associated factor 6

1646 Tafo ENSMUST00000190594. 1 TAF9 RNA .polymerase II, TATA box binding protein
(TBP)-associated factor

1647 Etaal ENSMUSTO00000076661.6 |Ewing tumor-associated antigen 1

1648 Sfmbtl ENSMUST00000054230.5 |Scm-like with four mbt domains 1

1649 Thoc3 ENSMUST00000026990.5 | THO complex 3

1650 Vpsl3c ENSMUST00000077879.5 |vacuolar protein sorting 13C (yeast)

1651 Z{p386 ENSMUSTO00000183125.1 |zinc finger protein 386 (Kruppel-like)

1652 Spicel ENSMUST00000050897.6 |spindle and centriole associated protein 1

1653 Dyrk2 ENSMUST00000004281 8 E?r?;zpzeciﬁdty tyrosine-(Y)-phosphorylation regulated

1654] C030039L03Rik ENSMUST00000120004.2 | RIKEN cDNA C030039L03 gene

1655 Gltpd2 ENSMUST00000057685.2 | glycolipid transfer protein domain containing 2

1656 Jup ENSMUST00000001592.9  |junction plakoglobin

1657 Cul5 ENSMUST00000120122.2  |cullin 5

1658 Panx3 ENSMUST00000011262.2 | pannexin 3

1659 Rex2 ENSMUSTO00000075775.5 |reduced expression 2

1660 Rab3d ENSMUSTO00000115351.4 |RAB3D, member RAS oncogene family

1661 Hipk2 ENSMUSTO00000161779.2 |homeodomain interacting protein kinase 2

1662 Taok1 ENSMUST00000017435.5 | TAO kinase 1

1663 Pbx1 ENSMUST00000176790.2 |pre B cell leukemia homeobox 1

1664 Slel6a2 ENSMUST00000042664.6 solute carrier family 16 (monocarboxylic acid
transporters), member 2

1665 Wac ENSMUST00000167020.2 | WW domain containing adaptor with coiled-coil

1666 Gprs50 ENSMUST00000070449.5 | G-protein-coupled receptor 50

1667 Hist1h4b ENSMUST00000102965.3 | histone cluster 1, H4b

1668 Mpz ENSMUST00000070758.4 | myelin protein zero

1669 Map9 ENSMUST00000091014.4 | microtubule-associated protein 9

1670 Rgs21 ENSMUSTO00000184189.2 |regulator of G-protein signalling 21




1671 Rnfl50 ENSMUST00000078525.5 |ring finger protein 150

1672 Dlg3 ENSMUST00000113736.3 |discs, large homolog 3 (Drosophila)

1673| 4933426M11Rik ENSMUST00000068519.5 |RIKEN cDNA 4933426M11 gene

1674 Sepll ENSMUST00000092498.6 |sphingosine phosphate lyase 1

1675 Tanc2 ENSMUSTO00000100330 4 tetratr'ic.opeptide repeat, ankyrin repeat and coiled-coil
containing 2

1676 Epc2 ENSMUST00000092123.5 |enhancer of polycomb homolog 2 (Drosophila)

1677 Ube2f ENSMUSTO00000171165.2 Jubiquitin-conjugating enzyme E2F (putative)

1678| 4930524B15Rik ENSMUST00000102829.3 |RIKEN cDNA 4930524B15 gene

1679 Slk ENSMUST00000026043.6 | STE20-like kinase

1680 Scai ENSMUSTO00000038874.6 |suppressor of cancer cell invasion

1681 Cnbp ENSMUST00000032138.9 | cellular nucleic acid binding protein

1682 Hgf ENSMUST00000030683.3 | hepatocyte growth factor

1683 Prr23a ENSMUST00000170349.2 |proline rich 23A

1684 Fgfll ENSMUST00000102585.1 | fibroblast growth factor 11

1685 Ncoa4 ENSMUSTO00000163336.2 |nuclear receptor coactivator 4

1686 Septl1 ENSMUST00000074733.7 |septin 11

1687 Smad7 ENSMUST00000026999.4 | SMAD family member 7

1688 Spatal3 ENSMUST00000022566.8 |spermatogenesis associated 13

1689 F8 ENSMUST00000033539.7 |coagulation factor VIII

1690 Asb10 ENSMUST00000048302.7 |ankyrin repeat and SOCS box-containing 10

1691 Fgfl2 ENSMUST00000100024.1 | fibroblast growth factor 12

1692 Tnik ENSMUST00000159236.3 |TRAF2 and NCK interacting kinase

1693 Itgam ENSMUST00000106242.4 |integrin alpha M

1694 Rnfl180 ENSMUST00000069686.6 |ring finger protein 180

1695 Rrs] ENSMUST00000072079 8 RRS.l .ribosome biogenesis regulator homolog (S.
cerevisiae)

1696 Mfap31 ENSMUST00000160719.2 | microfibrillar-associated protein 3-like

1697 Zp600 ENSMUST00000092750.6 |zinc finger protein 600

1698 MpzI3 ENSMUSTO00000114664.2 |myelin protein zero-like 3

1699 Tspyll ENSMUST00000061372.6 |testis-specific protein, Y-encoded-like 1

1700 Creb311 ENSMUST00000028663.4 |cAMP responsive element binding protein 3-like 1

1701 Ric3 ENSMUST00000055993.7 resistance to inhibitors of cholinesterase 3 homolog
(C. elegans)

1702 Cnot7 ENSMUST00000034012.4 |CCR4-NOT transcription complex, subunit 7

1703 Col24al ENSMUST00000029848.4 | collagen, type XXIV, alpha 1

1704 Ccdc25 ENSMUST00000022614.5 |coiled-coil domain containing 25

1705 Stx6 ENSMUST00000027743.7 |syntaxin 6

1706 Kbtbd2 ENSMUST00000114323.2 |kelch repeat and BTB (POZ) domain containing 2

1707 Rcorl ENSMUSTO00000084968.8 |REST corepressor 1

1708 Fam184b ENSMUST00000016023.7 | family with sequence similarity 184, member B

1709 Litl ENSMUSTO00000120052. 1 leucine-rich repeat, i@munoglobulin—like and
transmembrane domains 1

1710 Gm8975 ENSMUST00000156818.1 | predicted gene 8975

1711 Map3k2 ENSMUSTO00000096575.3 |mitogen-activated protein kinase kinase kinase 2

1712 Arl5b ENSMUST00000069870.4 | ADP-ribosylation factor-like 5B

1713 Snupn ENSMUSTO00000068856.4 | snurportin 1

1714 Cnot6 ENSMUST00000145353.2 |CCR4-NOT transcription complex, subunit 6

1715 Femlc ENSMUST00000036226.5 |fem-1 homolog ¢ (C.elegans)

1716 Chma4 ENSMUST00000067120.8 |cholinergic receptor, nicotinic, alpha polypeptide 4

1717 Epb4.2 ENSMUST00000102490.4 | erythrocyte protein band 4.2

1718 Kat2b ENSMUSTO00000000724.9 |K(lysine) acetyltransferase 2B




1719 Relt ENSMUST00000008462.4 |RELT tumor necrosis factor receptor

1720] 4931440P22Rik ENSMUST00000099076.3 | RIKEN cDNA 4931440P22 gene

1721 Fam46¢ ENSMUSTO00000061455.8 | family with sequence similarity 46, member C

1722 Hs3st3bl ENSMUST00000094103.3 heparan sulfate (glucosamine) 3-O-sulfotransferase 3B 1

1723 Gucalb ENSMUST00000024774.8 | guanylate cyclase activator 1B

1724 Trabd2b ENSMUST00000094894.3 | TraB domain containing 2B

1725 Gpr21 ENSMUST00000065441.6 |G protein-coupled receptor 21

1726 Sec63 ENSMUST00000019937.4 |SEC63-like (S. cerevisiae)

1727 Fam210a ENSMUST00000042852.6 | family with sequence similarity 210, member A

1728 Ubpl ENSMUSTO00000084885.6 Jupstream binding protein 1

1729 Pcnx ENSMUST00000021567.5 |pecanex homolog (Drosophila)

1730 Zmizl ENSMUST00000162645.2 |zinc finger, MIZ-type containing 1

1731 Cdc27 ENSMUST00000093923.3 |cell division cycle 27

1732 Dpy1914 ENSMUSTO00000084892.6 |dpy-19-like 4 (C. elegans)

1733 Ikbkg ENSMUSTO00000114133.3 |inhibitor of kappaB kinase gamma

1734 Mbd5 ENSMUSTO00000112745.2 |methyl-CpG binding domain protein 5

1735 Akap2 ENSMUST00000102903.2 | A kinase (PRKA) anchor protein 2

1736 Foxp2 ENSMUST00000115477.2 | forkhead box P2

1737 Fif2s3x ENSMUST00000050328.9 eukaryotic translati.on initiation factor 2, subunit 3,
structural gene X-linked

1738 S100b ENSMUST00000036387.7 |S100 protein, beta polypeptide, neural

1739 Ankrd13a ENSMUSTO00000102578.5 |ankyrin repeat domain 13a

1740 Ntngl ENSMUST00000156177.3  |netrin G1

1741 Kenab ENSMUST00000185333.1 potassilllm voltage-gated channel, shaker-related,
subfamily, member 6

1742 Tfe3 ENSMUSTO00000077680.4 |transcription factor E3

1743] A830018L16Rik ENSMUST00000135014.2 |RIKEN cDNA A830018L16 gene

1744 Nhs ENSMUSTO00000087085.4 | Nance-Horan syndrome (human)

1745 March?2 ENSMUSTO00000173015.2 |membrane-associated ring finger (C3HC4) 2

1746 Gabpa ENSMUST00000009120.7 | GA repeat binding protein, alpha

1747 Isml ENSMUST00000099307.3 |isthmin 1 homolog (zebrafish)

1748 Clock ENSMUSTO00000075159.1 |circadian locomotor output cycles kaput

1749 Rpll5 ENSMUSTO00000080281.8 |ribosomal protein L15

1750 Wee2 ENSMUST00000038907.8 | WEE1 homolog 2 (S. pombe)

1751 Esrl ENSMUST00000105590.2 ]estrogen receptor 1 (alpha)

1752 Gdf7 ENSMUST00000037313.4 | growth differentiation factor 7

1753 Steap2 ENSMUST00000164219.2 |six transmembrane epithelial antigen of prostate 2

1754 Glp2r ENSMUST00000051765.8 | glucagon-like peptide 2 receptor

1755 Wipf3 ENSMUSTO00000163746.2 | WAS/WASL interacting protein family, member 3

1756 AsxI2 ENSMUSTO00000111215.4 ]additional sex combs like 2 (Drosophila)

1757 Flrt3 ENSMUSTO00000110057.2 | fibronectin leucine rich transmembrane protein 3

1758 Ubn2 ENSMUST00000160583.2 | ubinuclein 2

1759 Socs4 ENSMUST00000065562.4 | suppressor of cytokine signaling 4

1760 Poflb ENSMUSTO00000039887.3 |premature ovarian failure 1B

1761 Wdtcl ENSMUST00000105906.1 | WD and tetratricopeptide repeats 1

1762 ApS5Sml ENSMUST00000037473.4 | adaptor-related protein complex 5, mu 1 subunit

1763 Gucyla2 ENSMUSTO00000115733.1 |guanylate cyclase 1, soluble, alpha 2

1764 Dnajc28 ENSMUST00000169982.1 |DnaJ (Hsp40) homolog, subfamily C, member 28

1765 Srd5a3 ENSMUSTO00000031143.7 |steroid 5 alpha-reductase 3

1766 Chpf ENSMUST00000079205.8 | chondroitin polymerizing factor

1767 Pkhdl ENSMUSTO00000088448.6 |polycystic kidney and hepatic disease 1




1768 Pdedb ENSMUST00000106908.3  |phosphodiesterase 4B, cAMP specific

1769 Mpp7 ENSMUST00000115869.2 membr@e protein, palmitoylated 7 (MAGUK p55
subfamily member 7)

1770 Celfl ENSMUST00000068726.7 | CUGBP, Elav-like family member 1

1771 Henl ENSMUST00000006991.7 kllyperpolarization-activated, cyclic nucleotide-gated K+

1772 Gprl ENSMUST00000050536.8 |G protein-coupled receptor 1

1773 Fam114al ENSMUST00000031080.9 | family with sequence similarity 114, member Al

1774 HI10) ENSMUSTO00000180086.1 |HI histone family, member 0

1775 111£5 ENSMUST00000028360.2 |interleukin 1 family, member 5 (delta)

1776 Keapl ENSMUST00000164812.2 |kelch-like ECH-associated protein 1

1777] 2310035C23Rik ENSMUST00000086721.4 | RIKEN cDNA 2310035C23 gene

1778 E2f3 ENSMUST00000102948.4 | E2F transcription factor 3

1779 Mark 1 ENSMUST00000027929.4 | MAP/microtubule affinity-regulating kinase 1

1780 Golim4 ENSMUSTO00000117242.2 | golgi integral membrane protein 4

1781 Cd300e ENSMUST00000062787.7 | CD300e antigen

1782 St8sial ENSMUST00000032421.3 |18 alpha-N-acetyl-neuraminide alpha-2.8-
sialyltransferase 1

1783 Ebf2 ENSMUST00000176161.2 |early B cell factor 2

1784 Dhrs9 ENSMUST00000063690.3 |dehydrogenase/reductase (SDR family) member 9

1785 Scd4 ENSMUSTO00000058856.8 |stearoyl-coenzyme A desaturase 4

1786 Zp3 ENSMUST00000060444.5 |zinc finger protein 3

1787 B3galt2 ENSMUSTO00000038252.3 UDP—Gal.:betaGlcNAc beta 1,3-galactosyltransferase,
polypeptide 2

1788 Pou2fl ENSMUST00000111429.5 |POU domain, class 2, transcription factor 1

1789 Lacel ENSMUST00000062789.9 laccas.e .(multicopper oxidoreductase) domain
containing 1

1790 Pipox ENSMUSTO00000017597.4 |pipecolic acid oxidase

1791 Kenj16 ENSMUST00000106636.2 potassium inwardly-rectifying channel, subfamily J,
member 16

1792 Negrl ENSMUST00000074015.5 |neuronal growth regulator 1

1793 Arhgef38 ENSMUST00000147041.4 |Rho guanine nucleotide exchange factor (GEF) 38

1794 Macrod2 ENSMUST00000110064.2 |MACRO domain containing 2

1795 Acsl4 ENSMUST00000112907.2 Jacyl-CoA synthetase long-chain family member 4

1796 Birc3 ENSMUSTO00000013949.9 |baculoviral IAP repeat-containing 3

1797 Tmpo ENSMUST00000072239.8 |thymopoietin

1798 Hsp90aal ENSMUST00000094361.5 heat shock protein 90, alpha (cytosolic), class A
member 1

1799 Enah ENSMUSTO00000078719.7 |enabled homolog (Drosophila)

1800 Tmem186 ENSMUSTO00000052505.8 |transmembrane protein 186

1801 Ppp213c ENSMUST00000021410.8 |protein phosphatase 2, regulatory subunit B", gamma

1802 Adam7 ENSMUST00000022640.7 |a disintegrin and metallopeptidase domain 7

1803 Coasy ENSMUST00000001806.4 |Coenzyme A synthase

1804 Pik3r3 ENSMUST00000030464. 8 phosphat.idylinositol 3 kinase, regulatory subunit,
polypeptide 3 (p55)

1805 Fam168b ENSMUST00000167518.2 | family with sequence similarity 168, member B

1806 Rassf ENSMUSTO00000055355.4 Ras ?Lssociation (RalGDS/AF-6) domain family (N-
terminal) member 9

1807 Z{p326 ENSMUST00000031227.5 |zinc finger protein 326

1808] D130040H23Rik ENSMUST00000078257.6 |RIKEN ¢cDNA D130040H23 gene

1809 Chstl1 ENSMUSTO00000040110.7 |carbohydrate sulfotransferase 11

1810 Mmpl6 ENSMUSTO00000029881.4 |matrix metallopeptidase 16




1811 Sic30al0 ENSMUST00000061093.6 |solute carrier family 30, member 10

1812 Gm3629 ENSMUST00000171706.1 |predicted gene 3629

1813 Kenad ENSMUST00000037012.2 potassigm voltage-gated channel, shaker-related
subfamily, member 4

1814 Rab39b ENSMUST00000033545.5 |RAB39B, member RAS oncogene family

1815 Tenm3 ENSMUSTO00000110346.2 |teneurin transmembrane protein 3

1816 Prdm14 ENSMUST00000047577.6 |PR domain containing 14

1817 Hspadl ENSMUST00000077083.7 |heat shock protein 4 like
phosphate regulating gene with homologies to

1818 Phex ENSMUST00000079945.5 |endopeptidases on the X chromosome
(hypophosphatemia, vitamin D resistant rickets)

1819 Armcx6 ENSMUSTO00000113194.2 |Jarmadillo repeat containing, X-linked 6

1820 Pxdn ENSMUST00000122328.2 | peroxidasin homolog (Drosophila)

1821 Rnf24 ENSMUST00000059372.5 |ring finger protein 24

1822] 1700052N19Rik ENSMUST00000118544.2 |RIKEN cDNA 1700052N19 gene

1823 Voppl ENSMUST00000114297 2 \lfesicular, overexpressed in cancer, prosurvival protein

1824 Eril ENSMUST00000033927.6 |exoribonuclease 1

1825 Nudcdl ENSMUST00000038719.6 |NudC domain containing 1

1826 Biccl ENSMUST00000143791.2 | bicaudal C homolog 1 (Drosophila)

1827 Wm ENSMUSTO00000033991.7 | Werner syndrome homolog (human)

1828 Itga8 ENSMUSTO00000028106.5 |integrin alpha 8

1829 Tox3 ENSMUST00000109621.4 | TOX high mobility group box family member 3

1830 Gsxl ENSMUST00000065382.5 | GS homeobox 1

1831 Gprl 58 ENSMUST00000055946.7 |G protein-coupled receptor 158

1832 Styx ENSMUSTO00000111835.2 |serine/threonine/tyrosine interaction protein

1833 Slc2al3 ENSMUST00000109283. 1 solute carrier family 2 (facilitated glucose transporter),
member 13

1834 Hyall ENSMUST00000010195.8 | hyaluronoglucosaminidase 1

1835 Akirinl ENSMUST00000102636.3 | akirin 1

1336 Slcl6a6 ENSMUST00000070152.6 solute carrier family 16 (monocarboxylic acid
transporters), member 6

1837 Stk24 ENSMUSTO00000079817.7 |serine/threonine kinase 24

1838 Bend4 ENSMUST00000169190.1 |BEN domain containing 4

1839 Nxnl1 ENSMUST00000163659.1 | nucleoredoxin-like 1

1840 Baz2b ENSMUST00000112550.2 |bromodomain adjacent to zinc finger domain, 2B

1841 Necabl ENSMUST00000041606.8 | N-terminal EF-hand calcium binding protein 1

1842 Dgke ENSMUSTO00000107894.2 |diacylglycerol kinase, epsilon

1843 Ccin ENSMUST00000095107.2 |calicin

1844 Pcdhbl0 ENSMUSTO00000051126.2 | protocadherin beta 10

1845 D16Ertd472e ENSMUSTO00000114220.2 |DNA segment, Chr 16, ERATO Doi 472, expressed

1846 Carhspl ENSMUSTO00000008537.8 |calcium regulated heat stable protein 1

1847 Stogal2 ENSMUST00000025000.3 |beta galactoside alpha 2,6 sialyltransferase 2

1848 Nhsl2 ENSMUST00000101339.5 |NHS-like 2

1849 Yy2 ENSMUSTO00000065806.4 |Yy2 transcription factor

1850 Pdkl ENSMUSTO00000006669.5 |pyruvate dehydrogenase kinase, isoenzyme 1

1851 Ccserl ENSMUST00000126214.2 | coiled-coil serine rich 1

1852 Tusc2 ENSMUSTO00000010198.3 | tumor suppressor candidate 2

1853 Bcl2 ENSMUST00000112751.1 |B cell leukemia/lymphoma 2

1854 Srsfo ENSMUSTO00000130411.1 |serine/arginine-rich splicing factor 6

1855 Slela2 ENSMUST00000080210.4 solute carrier family 1 (glial high affinity glutamate

transporter), member 2




1856 Cyhrl ENSMUSTO00000081291.7 |cysteine and histidine rich 1

1857 Riok3 ENSMUST00000025270.6 |RIO kinase 3

1858 Ywhab ENSMUST00000018470.4 | Yosine 3-monooxygenase/tryptophan 3- ,
monooxygenase activation protein, beta polypeptide

1859 Zcchel 8 ENSMUST00000033804.4 |zinc finger, CCHC domain containing 18

1360 Ppplri2a ENSMUSTO00000070663.5 rl);(zein phosphatase 1, regulatory (inhibitor) subunit

1861 Hic2 ENSMUST00000090190.6 |hypermethylated in cancer 2

1862 Tmem74 ENSMUSTO00000067469.4 | transmembrane protein 74

1863 Nhlrc3 ENSMUST00000056749.8 |NHL repeat containing 3

1864 Ap3m?2 ENSMUST00000163739.1 |adaptor-related protein complex 3, mu 2 subunit

1865 Scn7a ENSMUST00000042792.6 |sodium channel, voltage-gated, type VII, alpha

1866 MkI2 ENSMUST00000149359.1 | MKL/myocardin-like 2

1867 Gmps ENSMUST00000029405.7 | guanine monophosphate synthetase

1868 Zp40 ENSMUSTO00000037057.8 |zinc finger protein 40

1869 Fam122a ENSMUST00000099556.1 | family with sequence similarity 122, member A

1870 Ttbk1 ENSMUST00000047034.8 |tau tubulin kinase 1

1871 Galnt10 ENSMUST00000066987.8 UDP—N—acetyl—alpha—D—galactosamine: polypeptide N-
acetylgalactosaminyltransferase 10

1872 Fermtl ENSMUST00000038280.4 | fermitin family homolog 1 (Drosophila)

1873 Zp518b ENSMUST00000057258.5 |zinc finger protein 518B

1874 Lrig2 ENSMUST00000046316.6 12eucine-rich repeats and immunoglobulin-like domains

1875 Phc3 ENSMUST00000064718.6 |polyhomeotic-like 3 (Drosophila)

1876 Cntnl ENSMUST00000169825.2 | contactin 1

1877 Uspl4 ENSMUST00000092096.7 |ubiquitin specific peptidase 14

1878 Cnksr2 ENSMUST00000026750.9 | connector enhancer of kinase suppressor of Ras 2

1879 Apol10b ENSMUSTO00000089465.4 | apolipoprotein L 10B

1880 Zp770 ENSMUSTO00000050668.3 |zinc finger protein 770

1881 Traf6 ENSMUST00000004949.7 | TNF receptor-associated factor 6

1882 Sytl3 ENSMUST00000028648.2 | synaptotagmin XIII

1883 Cdca3 ENSMUST00000024270.8 |cell division cycle associated 3

1884 Tnip2 ENSMUST00000030991.8 | TNFAIP3 interacting protein 2

1885 Gm6710 ENSMUSTO00000109012.3 |predicted gene 6710

1886 Hist2h4 ENSMUST00000171473.2 | histone cluster 2, H4

1887 Fbxo42 ENSMUST00000030757.9 |F-box protein 42

1888 Pcifl ENSMUST00000041643.3 |PDX1 C-terminal inhibiting factor 1

1889 Slcl2a2 ENSMUST00000115366.2 |solute carrier family 12, member 2

1890 Plekhf2 ENSMUSTO00000054776.3 plejckstn'n homology domain containing, family F
(with FYVE domain) member 2

1891 Nos3 ENSMUSTO00000030834.5 |nitric oxide synthase 3, endothelial cell

1892 Rnfl9a ENSMUST00000022890.8 |ring finger protein 19A

1893 Oprm1 ENSMUST00000152674.1 |opioid receptor, mu 1

1894 Gpatch2l ENSMUST00000071106.4 |G patch domain containing 2 like

1895 Bmp3 ENSMUST00000031278.4 | bone morphogenetic protein 3

1896 Abil ENSMUST00000140164.2 |abl-interactor 1

1897 Fnbpll ENSMUST00000162409.2 |formin binding protein 1-like

1898 Magil ENSMUSTO00000089317.6 meml?rane ass.oc?iated guanylate kinase, WW and PDZ
domain containing 1

1899 Slc44al ENSMUST00000107651.3 |solute carrier family 44, member 1

1900 Prkarla ENSMUST00000106677.2 protein kinase, cAMP dependent regulatory, type I,

alpha




1901 Bmp2k ENSMUST00000035635.8 | BMP2 inducible kinase

1902 Kenjl1 ENSMUSTO00000180081. 1 potassium inwardly rectifying channel, subfamily J,
member 11

1903 Mytll ENSMUST00000049784.10 |myelin transcription factor 1-like

1904 Pcgf3 ENSMUST00000046975.6  |polycomb group ring finger 3

1905 Tcf23 ENSMUSTO00000006818.2 |transcription factor 23

1906 Specell ENSMUST00000105421 3 spm antige-:n with calponin homology and coiled-coil
domains 1-like

1907 Fam46d ENSMUST00000101292.3 | family with sequence similarity 46, member D

1908 Sdpr ENSMUSTO00000051572.7 |serum deprivation response

1909 Cdcl4b ENSMUST00000109770.1 |CDC14 cell division cycle 14B

1910 Glis3 ENSMUST00000162022.2 | GLIS family zinc finger 3

1911 Colecl0 ENSMUST00000036737.3 | collectin sub-family member 10

1912 Isyl ENSMUST00000089497.4 |ISY1 splicing factor homolog (S. cerevisiae)

1913 Zc3h15 ENSMUSTO00000081591.6 |zinc finger CCCH-type containing 15

1914 C77370 ENSMUSTO00000118314.2 |expressed sequence C77370

1915 B3glct ENSMUSTO00000100404.3 |beta-3-glucosyltransferase

1916 Lonrfl ENSMUST00000065297.5 |LON peptidase N-terminal domain and ring finger 1

1917 [14ra ENSMUST00000033004.6 |interleukin 4 receptor, alpha

1918 Endod1 ENSMUST00000167549.1 |endonuclease domain containing 1

1919 Xndcl ENSMUST00000106950.2 | Xrccl N-terminal domain containing 1

1920 Trpes ENSMUST00000040184.3 transient receptor potential cation channel, subfamily
C, member 5

1921 Gprl37c ENSMUST00000146150.1 |G protein-coupled receptor 137C

1922 Prss35 ENSMUST00000036426.7 |protease, serine 35

1923 Wdrl ENSMUST00000005234.9 | WD repeat domain 1

1924 Didol ENSMUST00000103055.2 | death inducer-obliterator 1

1925 Ankhdl ENSMUST00000155329.3 Jankyrin repeat and KH domain containing 1

1926 Pitpncl ENSMUST00000103064.4  |phosphatidylinositol transfer protein, cytoplasmic 1

1927 PHkib3 ENSMUST00000028114.7 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3

1928 Atp6v1b2 ENSMUST00000006435.7 | ATPase, H+ transporting, lysosomal V1 subunit B2

1929 B230217C12Rik ENSMUST00000054783.4 |RIKEN cDNA B230217C12 gene

1930 Ccny ENSMUST00000053917.4  |cyclin Y

1931 Sp4 ENSMUST00000026367.9 |trans-acting transcription factor 4

1932 Tmeccl ENSMUST00000088896.4 |transmembrane and coiled coil domains 1

1933 Z{p882 ENSMUST00000110002.2 |zinc finger protein 882

1934 Grap2 ENSMUST00000043149.7 |GRB2-related adaptor protein 2

1935 Ctnna3 ENSMUSTO00000105440.2 |catenin (cadherin associated protein), alpha 3

1936 Ostc ENSMUSTO00000043937.7 |oligosaccharyltransferase complex subunit

1937 Tvp23b ENSMUSTO00000014321.4 |trans-golgi network vesicle protein 23B

1938 Col9a3 ENSMUSTO00000132527.3 |collagen, type IX, alpha 3

1939] 3110039M20Rik ENSMUST00000110746.1 | RIKEN cDNA 3110039M20 gene

1940 Kene2 ENSMUST00000092175.2 potassil.lm voltage gated channel, Shaw-related
subfamily, member 2

1941 1l1rapl1 ENSMUSTO00000113966.2 |interleukin 1 receptor accessory protein-like 1

1942 DIx4 ENSMUST00000021241.7 |distal-less homeobox 4

1943 Pard6b ENSMUST00000052125.6 |par-6 family cell polarity regulator beta

1944 Samd8 ENSMUST00000119430.1 |sterile alpha motif domain containing 8

1945 Rab27b ENSMUST00000121693.2 |RAB27B, member RAS oncogene family

1946 Cox15 ENSMUST00000045562.5 |cytochrome ¢ oxidase assembly protein 15

1947 Prdm11 ENSMUSTO00000111274.2 |PR domain containing 11




1948 Lrrc8c ENSMUST00000067924.7  |leucine rich repeat containing 8 family, member C

1949 Wwirl ENSMUST00000029380.8 | WW domain containing transcription regulator 1

1950 Mal2 ENSMUST00000025356.2 |mal, T cell differentiation protein 2

1951 Olig2 ENSMUSTO00000035608.8 |oligodendrocyte transcription factor 2

1952 Arhgap21 ENSMUST00000114594.2 |Rho GTPase activating protein 21

1953 Mlec ENSMUSTO00000112121.2  |malectin

1954 Ol1fr606 ENSMUST00000098200.1 | olfactory receptor 606

1955 Gid8 ENSMUST00000029090.3 | GID complex subunit 8 homolog (S. cerevisiae)

1956 Lirc38 ENSMUST00000052458.2 |leucine rich repeat containing 38

1957 Ddx3x ENSMUST00000000804.6 | 2E/AD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3,
X-linked

1958 Cogb ENSMUST00000036665.4 | component of oligomeric golgi complex 6

1959 Goraspl ENSMUST00000035099.7 | golgi reassembly stacking protein 1

1960 Sucla2 ENSMUST00000160507.2 su;cinite—Coenzyme A ligase, ADP-forming, beta
subuni

1961 Dcp2 ENSMUST00000025350.8 |DCP2 decapping enzyme homolog (S. cerevisiae)

1962 Zbtb44 ENSMUSTO00000115222.3 |zinc finger and BTB domain containing 44

1963 Ctnnbipl ENSMUSTO00000030839.7 |catenin beta interacting protein 1

1964 Ssbp2 ENSMUST00000004094.9 |single-stranded DNA binding protein 2

1965 Acn9 ENSMUST00000040826.5 | ACN9 homolog (S. cerevisiae)

1966 Olfr464 ENSMUSTO00000074874.3 |olfactory receptor 464

1967 Cib2 ENSMUST00000041901.6 |calcium and integrin binding family member 2

1968 Unc5c ENSMUST00000106236.3 Junc-5 homolog C (C. elegans)

1969 Ttpa ENSMUSTO00000117632.2 |tocopherol (alpha) transfer protein

1970 Aldhl112 ENSMUST00000020497.8 |aldehyde dehydrogenase 1 family, member L2

1971 Abcab ENSMUST00000044003.8 ?TP—binding cassette, sub-family A (ABC1), member

1972 Ugt2a3 ENSMUST00000031195.2 213)}’ glucuronosyltransferase 2 family, polypeptide

1973 Vav3 ENSMUSTO00000046864.8 |vav 3 oncogene

1974 Cdhé6 ENSMUST00000036439.4 | cadherin 6

1975 Bicd2 ENSMUST00000048544.7 |bicaudal D homolog 2 (Drosophila)

1976 Phactrl ENSMUSTO00000148891.2 | phosphatase and actin regulator 1

1977 Eny2 ENSMUST00000060652.3 |enhancer of yellow 2 homolog (Drosophila)

1978 Ston2 ENSMUST00000052969.8 |stonin 2

1979 Zbtb43 ENSMUST00000028125.6 |zinc finger and BTB domain containing 43

1980 Prrsl ENSMUST00000163762.2 |proline rich 5 like

1981 Rdh5 ENSMUST00000026406.8 |retinol dehydrogenase 5

1982 Seracl ENSMUST00000097432.4 |serine active site containing 1

1983 Ptp4al ENSMUST00000027232.8 |protein tyrosine phosphatase 4al

1984 Psd3 ENSMUST00000038959.10 |pleckstrin and Sec7 domain containing 3

1985 Zkscanl ENSMUST00000019660.5 |zinc finger with KRAB and SCAN domains |

1986 Dennd5b ENSMUST00000111557.2 |DENN/MADD domain containing 5B

1987 Rtp2 ENSMUST00000061030.8  |receptor transporter protein 2

1988 AU041133 ENSMUST00000105314.2 |expressed sequence AU041133

1989 Mboat | ENSMUST00000047311.9 rlnembrane bound O-acyltransferase domain containing

1990 Cxcr5 ENSMUST00000179828.2 |chemokine (C-X-C motif) receptor 5

1991 Uncl3c ENSMUST00000184666.2 |unc-13 homolog C (C. elegans)

1992 Fam126b ENSMUST00000161600.2 | family with sequence similarity 126, member B

1993 Nvl ENSMUST00000027797.7 |nuclear VCP-like




solute carrier family 17 (sodium phosphate), member

1994 Slcl7a3 ENSMUST00000166467.2 3

1995 Arppl19 ENSMUST00000169492.2 |cAMP-regulated phosphoprotein 19

1996 Kdsr ENSMUSTO00000010049.5 |3-ketodihydrosphingosine reductase

1997 Radl8 ENSMUSTO00000077088.5 |RADI18 homolog (S. cerevisiae)

1998 Mbnl3 ENSMUSTO00000114875.2 |muscleblind-like 3 (Drosophila)

1999 Ebag9 ENSMUST00000022964.7 |estrogen receptor-binding fragment-associated gene 9

2000 Rnf2 ENSMUST00000187048.1 |ring finger protein 2

2001 Coas ENSMUST00000027286.6 |cytochrome C oxidase assembly factor 5

2002 Futll ENSMUSTO00000048016.1 | fucosyltransferase 11

2003 Tnrc6b ENSMUST00000067689.7 |trinucleotide repeat containing 6b

2004 Tm7sf3 ENSMUSTO00000037709.10 |transmembrane 7 superfamily member 3

2005 Kbtbd11 ENSMUST00000069399.6 | kelch repeat and BTB (POZ) domain containing 11

2006 Casqg2 ENSMUST00000029454.6 | calsequestrin 2

2007 Chmp4c ENSMUST00000029049.5 |charged multivesicular body protein 4C

2008 Tacr3 ENSMUST00000029822.4 |tachykinin receptor 3

2009 TIr9 ENSMUST00000062241.10 |toll-like receptor 9

2010 Zfp707 ENSMUST00000109966.2 |zinc finger protein 707

2011 Tmprss3 ENSMUST00000024833.6 |transmembrane protease, serine 3

2012 Slc7all ENSMUSTO00000029297 4 solute carrier family 7 (cationic amino acid transporter,
y+ system), member 11

2013 Plekhb2 ENSMUST00000027297.5 pleckstrin homology domain containing, family B
(evectins) member 2

2014 Dsnl ENSMUSTO00000103129 3 DSNI1, MIND klnét(.)chore complex component,
homolog (S. cerevisiae)

2015 Dzank1 ENSMUST00000081982.6 |double zinc ribbon and ankyrin repeat domains 1

2016 Cdk14 ENSMUSTO00000115451.2 |cyclin-dependent kinase 14

2017 Skap2 ENSMUSTO00000078214.5 |src family associated phosphoprotein 2

2018 RassfR ENSMUSTO00000111704.2 Ras ?Lssociation (RalGDS/AF-6) domain family (N-
terminal) member 8

2019 Gabrg3 ENSMUST00000068911.7 | 23mma-aminobutyric acid (GABA) A receptor,
subunit gamma 3

2020 Crebl2 ENSMUST00000046303.6 |cAMP responsive element binding protein-like 2

2021 Frk ENSMUSTO00000019913.8 | fyn-related kinase

2022 Gm6406 ENSMUST00000071302.2 |predicted gene 6406

2023 Cdc42bpa ENSMUSTO00000111117.2 |CDC42 binding protein kinase alpha

2024 Kif27 ENSMUST00000043605.5 | kinesin family member 27

2025 Ccdc96 ENSMUST00000060100.2 | coiled-coil domain containing 96

2026 Tnfrsf19 ENSMUST00000111234.3 . .
tumor necrosis factor receptor superfamily, member 19

2027 Agbl5 ENSMUST00000069705.5 | ATP/GTP binding protein-like 5

2028 Prtg ENSMUST00000055535.8 |protogenin homolog (Gallus gallus)

2029 Sdk2 ENSMUST00000041627.8 |sidekick homolog 2 (chicken)

2030 Ercl ENSMUST00000183703.2 |ELKS/RAB6-interacting/CAST family member 1

2031 Sic25a48 ENSMUSTO00000021971.5 |solute carrier family 25, member 48

2032 Tulp4 ENSMUST00000149756.2 |tubby like protein 4

2033 Fam134a ENSMUST00000097694.5 | family with sequence similarity 134, member A

2034 Abl1 ENSMUST00000028190.7 |c-abl oncogene 1, non-receptor tyrosine kinase

2035 Frrs1l ENSMUST00000053681.5 | ferric-chelate reductase 1 like

2036 Jphl ENSMUST00000038382.4  |junctophilin 1

2037 Prrxl1 ENSMUSTO00000189022.1 |paired related homeobox protein-like 1

2038 Hs6st3 ENSMUSTO00000065904.3 | heparan sulfate 6-O-sulfotransferase 3




2039 Zthx4 ENSMUST00000176383.2 |zinc finger homeodomain 4

2040 Gucy2e ENSMUST00000021259.3 | guanylate cyclase 2e

2041 Olfi78 ENSMUSTO00000060187.8 |olfactory receptor 78

2042| E130308A19Rik ENSMUST00000070150.5 |RIKEN cDNA E130308A19 gene

2043 Dpysl3 ENSMUST00000121805.2 | dihydropyrimidinase-like 3

2044 Zbtb16 ENSMUST00000093852.3 |zinc finger and BTB domain containing 16

2045 Megf9 ENSMUST00000107359.3  |multiple EGF-like-domains 9

2046] 1110002E22Rik ENSMUST00000163080.2 |RIKEN cDNA 1110002E22 gene

2047 7799 ENSMUSTO00000179695.1 |zinc finger protein 799

2048 Hsd17b7 ENSMUST00000027989.7 |hydroxysteroid (17-beta) dehydrogenase 7

2049 Trim14 ENSMUSTO00000046897.7 |tripartite motif-containing 14

2050 Reep5 ENSMUSTO00000006027.5 |receptor accessory protein 5

2051 Z{p641 ENSMUST00000023722.6 | zinc finger protein 641

2052 Mical2 ENSMUST00000050149.6 microtubu1§ associfi'@d monooxygenase, calponin and
LIM domain containing 2

2053 Lpin2 ENSMUST00000129635.2  |lipin 2

2054 Ids ENSMUST00000101509.3 |iduronate 2-sulfatase

2055 Elovl2 ENSMUST00000021793.8 elongation of very lqng chain fatty acids (FEN1/Elo2,
SUR4/Elo3, yeast)-like 2

2056 Slc45a2 ENSMUSTO00000117100.2 |solute carrier family 45, member 2

2057 Ttpal ENSMUST00000171696.2  |tocopherol (alpha) transfer protein-like

2058 Atm ENSMUSTO00000118282.2 |ataxia telangiectasia mutated homolog (human)

2059 Vill ENSMUST00000027366.7 |villin 1

2060 Thbs?2 ENSMUSTO00000170872.1 |thrombospondin 2

2061 Slc26a3 ENSMUST00000001254.5 |solute carrier family 26, member 3

2062 Rybp ENSMUST00000101118.2 |RINGI and YY1 binding protein

2063 Drdla ENSMUST00000021932.5 |dopamine receptor D1 A

2064 Morn4 ENSMUST00000051772.8 |MORN repeat containing 4

2065 Camk2a ENSMUSTO00000102888.4 | calcium/calmodulin-dependent protein kinase Il alpha

2066 Escol ENSMUST00000097670.4 establishment of cohesion 1 homolog 1 (S. cerevisiae)

2067 She ENSMUSTO00000050401.5 |5 thology 2 domain-containing transforming
protein E

2068 Sstr4 ENSMUST00000109962.3 |somatostatin receptor 4

2069 Mpp6 ENSMUST00000166318.2 memb@ne protein, palmitoylated 6 (MAGUK p55
subfamily member 6)

2070 Cbf2(3 ENSMUST00000127984.2 core-binding factor, runt domain, alpha subunit 2,
translocated to, 3 (human)

2071 Adrald ENSMUSTO00000103184.3 |adrenergic receptor, alpha 1d

2072 Sfipal ENSMUST00000170719.1 |surfactant associated protein Al

2073 Csnklal ENSMUSTO00000165123.2 |casein kinase 1, alpha 1

2074 Rpgripll ENSMUST00000047783.8 |Rpgripl-like

2075 Slitrk2 ENSMUST00000166241.1 | SLIT and NTRK-like family, member 2

2076 Mdga2 ENSMUST00000113942.2 | MAM domain containing,
glycosylphosphatidylinositol anchor 2

2077 Prkgl ENSMUSTO00000065067.7 |protein kinase, cGMP-dependent, type I

2078 Ccdc148 ENSMUSTO00000077687.5 |coiled-coil domain containing 148

2079 Nkrf ENSMUST00000057093.6 | NF-kappaB repressing factor

2080 Srrm4 ENSMUST00000076124.5 |serine/arginine repetitive matrix 4

2081 Phtf2 ENSMUST00000118174.2 |putative homeodomain transcription factor 2

2082 Gnal ENSMUST00000025402. 8 guanine nucleotide binding protein, alpha stimulating,

olfactory type




2083 Btnl9 ENSMUST00000046522.7 | butyrophilin-like 9

2084 Pten ENSMUSTO00000013807.7 |phosphatase and tensin homolog

2085 Trim30b ENSMUSTO00000171830.1 |tripartite motif-containing 30B

2086 Cacnb4 ENSMUSTO00000178799.2 |calcium channel, voltage-dependent, beta 4 subunit

2087 Nufip2 ENSMUSTO00000100802. 5 nuclegr fragile X mental retardation protein interacting
protein 2

2088 Suv39h2 ENSMUST00000027956.3 | suppressor of variegation 3-9 homolog 2 (Drosophila)

2089 Tgfa ENSMUST00000032066.9 |transforming growth factor alpha

2090 Pcdhl ENSMUST00000160721.2 | protocadherin 1

2091 Cd46 ENSMUSTO00000160817.2 |CD46 antigen, complement regulatory protein

2092| D430041D05SRik ENSMUST00000089726.4 | RIKEN cDNA D430041D0S5 gene

2093 Cdknlb ENSMUST00000067327.5 |cyclin-dependent kinase inhibitor 1B

2094 Wnt2 ENSMUST00000010941.3  |wingless-related MMTYV integration site 2

2095 Mpl ENSMUST00000102671.4 |myeloproliferative leukemia virus oncogene

2096 Fbxo44 ENSMUST00000167160.2 | F-box protein 44

2097 AWO011738 ENSMUSTO00000105140.2 |expressed sequence AW011738

2098 Ano3 ENSMUST00000099623.4 |anoctamin 3

2099 Ecel ENSMUST00000102518.4 ]endothelin converting enzyme 1

2100 Bnc2 ENSMUST00000176612.2 | basonuclin 2

2101 Ceptl ENSMUST00000068301.5 |choline/ethanolaminephosphotransferase 1

2102 Gm10030 ENSMUSTO00000080872.4 |predicted gene 10030

2103| 6030458C11Rik ENSMUST00000057256.3 |RIKEN cDNA 6030458C11 gene

2104 Znhit6 ENSMUST00000098534.4 | zinc finger, HIT type 6

2105 Nabl ENSMUSTO00000186764.1 |Ngfi-A binding protein 1

2106 Reps2 ENSMUST00000112334.2 |RALBP1 associated Eps domain containing protein 2

2107 Pou2f2 ENSMUSTO00000108418.5 |POU domain, class 2, transcription factor 2

2108 Adamis6 ENSMUST00000065766.6 |2 disintf:grin—like and met?lllopeptidase '(reprolysin
type) with thrombospondin type 1 motif, 6

2109 Zc2hclc ENSMUST00000059341.4 |zinc finger, C2HC-type containing 1C

2110 Ifng ENSMUST00000068592.3 |interferon gamma

2111 Pdeba ENSMUST00000025468.8 | phosphodiesterase 6A, cGMP-specific, rod, alpha

2112 Pggtlb ENSMUST00000025354.3 |protein geranylgeranyltransferase type I, beta subunit

2113 Pigo ENSMUST00000098109.3 ghosphatidylinositol glycan anchor biosynthesis, class

2114 Tcfl2 ENSMUSTO00000183404.2 |transcription factor 12

2115 Shisab ENSMUST00000066679.6 |shisa homolog 6 (Xenopus laevis)

2116 Syt7 ENSMUST00000169121.2 | synaptotagmin VII

2117 Arid2 ENSMUST00000096250.4 | AT rich interactive domain 2 (ARID, RFX-like)

2118 Phf3 ENSMUSTO00000186733.1 |PHD finger protein 3

2119 Lclatl ENSMUSTO00000067545.6 |lysocardiolipin acyltransferase 1

2120 Stam?2 ENSMUST00000102759.2 signal trans.ducing adaptor molecule (SH3 domain and
ITAM motif) 2

2121 Arsb ENSMUST00000091403.4 | arylsulfatase B

2122 Xpo7 ENSMUST00000167242.2 | exportin 7

2123 Rcan3 ENSMUSTO00000030606.8 |regulator of calcineurin 3

2124 Dlg2 ENSMUSTO00000107196.3 |discs, large homolog 2 (Drosophila)

2125 Cyld ENSMUST00000043526.9 |cylindromatosis (turban tumor syndrome)

2126 Zp944 ENSMUSTO00000115535.2 |zinc finger protein 944

2127 Gpcb ENSMUST00000078849.5 | glypican 6

2128 Cfir ENSMUST00000045706.6 |cystic fibrosis transmembrane conductance regulator

2129 Rab3ill ENSMUSTO00000121418.2 |RAB3A interacting protein (rabin3)-like 1

2130 GmS53 ENSMUST00000129907.2 |predicted gene 53




2131 Dzipl ENSMUST00000047208.6 | DAZ interacting protein 1

2132 Stm ENSMUST00000145910.3  |striatin, calmodulin binding protein

2133 Fmo?2 ENSMUST00000045902.7 |flavin containing monooxygenase 2

2134] B230359F08Rik ENSMUST00000103671.2 |RIKEN cDNA B230359F08 gene

2135] 5730455P16Rik ENSMUST00000179332.2 | RIKEN cDNA 5730455P16 gene

2136 Famo63b ENSMUST00000049031.5 |family with sequence similarity 63, member B

2137 Camk4 ENSMUST00000042868.4 | calcium/calmodulin-dependent protein kinase IV

2138 Omp ENSMUST00000098281.2 | olfactory marker protein

2139 Ketd3 ENSMUST00000085678.2 gotassium channel tetramerisation domain containing

2140 Slc10a5 ENSMUSTO00000078748.3 solu'te carrier family 10 (sodium/bile acid cotransporter
family), member 5

2141 Ubxn7 ENSMUST00000115151.3 |JUBX domain protein 7

2142 Eya4 ENSMUST00000092665.5 |eyes absent 4 homolog (Drosophila)

2143 Pik3c2a ENSMUSTO00000170430.1 phosphatidylinf)sitol 3-kinase, C2 domain containing,
alpha polypeptide

2144 Zscan30 ENSMUSTO00000115829.1 |zinc finger and SCAN domain containing 30

2145 Wdr31 ENSMUST00000120095.2 | WD repeat domain 31

2146 Primpol ENSMUST00000040468.9  |primase and polymerase (DNA-directed)

2147 Lipt2 ENSMUST00000032967.3 |lipoyl(octanoyl) transferase 2 (putative)

2148 Ankrd61 ENSMUST00000079624.6 |ankyrin repeat domain 61

2149 Bree3 ENSMUST00000033544.8 |BRCAI1/BRCA2-containing complex, subunit 3

2150 Aff2 ENSMUST00000033532.6 | AF4/FMR2 family, member 2

2151 Col19al ENSMUSTO00000115244.3 |collagen, type XIX, alpha 1

2152 Rnfl57 ENSMUST00000100202.4 |ring finger protein 157

2153 Pcdhbl ENSMUST00000052366.3 | protocadherin beta 1

2154 Sox9 ENSMUST00000000579.2 |SRY (sex determining region Y)-box 9

2155 Naip6 ENSMUSTO00000118574.2 |NLR family, apoptosis inhibitory protein 6

2156 Parp14 ENSMUST00000042665.8 |poly (ADP-ribose) polymerase family, member 14

2157 Rpusd? ENSMUST00000028796.1 |RNA pseudouridylate synthase domain containing 2

2158 Thoc2 ENSMUST00000047037.9 | THO complex 2

2159 Cntnap3 ENSMUSTO00000091554.4 | contactin associated protein-like 3

2160 Dcpla ENSMUST00000022535.7 |DCP1 decapping enzyme homolog A (S. cerevisiae)

2161 Ccedco ENSMUST00000147545.2 | coiled-coil domain containing 6

2162 Ppp2r2a ENSMUST00000089230.5 |protein phosphatase 2, regulatory subunit B, alpha

2163 Phip ENSMUST00000034787.6 |pleckstrin homology domain interacting protein

2164 Cisdl ENSMUST00000045887.8 |CDGSH iron sulfur domain 1

2165 Epb4.115 ENSMUST00000191046.1 ] erythrocyte protein band 4.1-like 5

2166 Soatl ENSMUSTO00000189661.1 |sterol O-acyltransferase 1

2167 Pde8b ENSMUSTO00000162412.2 |phosphodiesterase 8B

2168 Mat2a ENSMUST00000059472.8 |methionine adenosyltransferase II, alpha

2169 Vepipl ENSMUSTO00000057438. 6 Yalosin.containirllg protein (p97)/p47 complex
interacting protein 1

2170 Csmp2 ENSMUST00000061457.5 | cysteine-serine-rich nuclear protein 2

2171 5830462119Rik ENSMUSTO00000168137.1 |RIKEN cDNA 5830462119 gene

2172 Adam?28 ENSMUSTO00000111072.2 |a disintegrin and metallopeptidase domain 28

2173 Acnat2 ENSMUSTO00000081541.3 Jacyl-coenzyme A amino acid N-acyltransferase 2

2174 Tmem?2 ENSMUST00000096194.3  |transmembrane protein 2

2175 Car5b ENSMUST00000033739.4 | carbonic anhydrase 5b, mitochondrial

2176 Lin28b ENSMUST00000079390.6 |1in-28 homolog B (C. elegans)

2177 Siah2 ENSMUSTO00000070368.7 |seven in absentia 2

2178 Diap3 ENSMUST00000022599.8 |diaphanous homolog 3 (Drosophila)




2179 Enpp4 ENSMUST00000024757.8 |ectonucleotide pyrophosphatase/phosphodiesterase 4

2180 Mark3 ENSMUSTO00000084953.6 | MAP/microtubule affinity-regulating kinase 3

2181 Ypel2 ENSMUSTO00000018571.4 |yippee-like 2 (Drosophila)

2182 Xcrl ENSMUST00000182350.1 |chemokine (C motif) receptor 1

2183 Kif26b ENSMUST00000160789.1 | kinesin family member 26B

2184 Tktl2 ENSMUSTO00000183187.1 |transketolase-like 2

2185 Ccdc85c¢ ENSMUSTO00000136175.1 | coiled-coil domain containing 85C

2186 OIfr558 ENSMUST00000094124.3 | olfactory receptor 558

2187 Dppa2 ENSMUSTO00000097175.4 |developmental pluripotency associated 2

2188 Hnll ENSMUST00000024981.7 |hematological and neurological expressed 1-like

2189 Gm4245 ENSMUST00000109027.3 |predicted gene 4245

2190 1kzf4 ENSMUST00000133342.2 | IKAROS family zinc finger 4

2191 Pcgf5 ENSMUST00000071267.7 |polycomb group ring finger 5

2192 Cd36 ENSMUST00000082367.7 |CD36 antigen

2193 Strbp ENSMUST00000028279.4 |spermatid perinuclear RNA binding protein

2194 Amer2 ENSMUST00000022561.6 | APC membrane recruitment 2

2195 Dtd2 ENSMUST00000021339.7 | D-tyrosyl-tRNA deacylase 2

2196 Dcdc2a ENSMUST00000069614.6 | doublecortin domain containing 2a

2197 Hspal3 ENSMUST00000114244.1 |heat shock protein 70 family, member 13

2198 Ovoll ENSMUST00000025861.1 |OVO homolog-like 1 (Drosophila)

2199 Bcl6 ENSMUST00000023151.5 |B cell leukemia/lymphoma 6

2200 Peli3 ENSMUST00000120475.2 | pellino 3

2201 Slc25a32 ENSMUST00000022908.8 |solute carrier family 25, member 32

2202 Vephl ENSMUST00000029419.7 | ventricular zone expressed PH domain-containing 1

2203 Igcf5 ENSMUST00000085113.4 | 1Q motif containing F5

2204 Gm6133 ENSMUST00000164064.1 |predicted gene 6133

2205 Slc30a7 ENSMUSTO00000067485.3 |solute carrier family 30 (zinc transporter), member 7

2206 Naa25 ENSMUSTO00000042163.9 | N(alpha)-acetyltransferase 25, NatB auxiliary subunit

2207 Elp3 ENSMUST00000022609.5 |elongator acetyltransferase complex subunit 3

2208 Gm14434 ENSMUST00000122097.3  |predicted gene 14434

2209 Axin2 ENSMUST00000052915.8 | axin2

2210 Gm4724 ENSMUSTO00000109045.3 |predicted gene 4724

2211 Ppip5k2 ENSMUST00000042509.7 |diphosphoinositol pentakisphosphate kinase 2

2212 Bmf ENSMUST00000090219.7 |BCL2 modifying factor

2213 Pcdh9 ENSMUST00000068992.2 | protocadherin 9

2214 Sept9 ENSMUST00000093907.5 |septin 9

2215 Cnn3 ENSMUST00000029773.8 | calponin 3, acidic

2216 Iws1 ENSMUST00000025243.3 |IWS1 homolog (S. cerevisiae)

2217 Irs1 ENSMUST00000069799.2 |insulin receptor substrate 1

2218 Pigk ENSMUST00000159899.2 pKhosphatidylinositol glycan anchor biosynthesis, class

2219 Mem3 ENSMUST00000053266.10 miniéh.romosome maintenance deficient 3 (S.
cerevisiae)

2220 Sox5 ENSMUSTO00000111748.2 |SRY (sex determining region Y)-box 5

2221 Emc8 ENSMUSTO00000181950.1 |ER membrane protein complex subunit 8

2222 FbxI120 ENSMUSTO00000103143.4 |F-box and leucine-rich repeat protein 20

2993 Magi2 ENSMUSTO00000101558. 4 memt?rane ass.O?iated guanylate kinase, WW and PDZ
domain containing 2

2224 Ociadl ENSMUST00000071081.7 | OCIA domain containing 1

2225 Sifn5 ENSMUST00000067443.3 |schlafen 5

2226 Pikarl ENSMUST00000055518.7 phosphatidylinositol 3-kinase, regulatory subunit,

polypeptide 1 (p85 alpha)




2227 Spry4 ENSMUST00000025295.6  |sprouty homolog 4 (Drosophila)

2228 Fgd4 ENSMUST00000161861.2 |FYVE, RhoGEF and PH domain containing 4

2229 1113 ENSMUSTO00000115414.1 |interleukin enhancer binding factor 3

2230 Scampl ENSMUST00000022197.9 |secretory carrier membrane protein 1

2231 Adatl ENSMUST00000034427.6 |adenosine deaminase, tRNA-specific 1

2232 D15Ertd621e ENSMUST00000037270.3 |DNA segment, Chr 15, ERATO Doi 621, expressed

2233 Fam184a ENSMUST00000020003.8 | family with sequence similarity 184, member A

2234 Prpfab ENSMUSTO00000077853 3 PRP4 pre-mRNA processing factor 4 homolog B
(yeast)

2935 MIIE3 ENSMUST00000078090.6 m}'/eloid/lymphoid or mixed-'lineage leukemia
(trithorax homolog, Drosophila); translocated to, 3

2236 Zc3h7b ENSMUST00000109554.1 |zinc finger CCCH type containing 7B

2237 Gbpll ENSMUSTO00000171587.1 | guanylate binding protein 11

2238 Epgs ENSMUST00000044622.5 :;:;Z[a)li]cs)P—granules autophagy protein 5 homolog (C.

2239 Col22al ENSMUST00000159993.2 | collagen, type XXII, alpha 1

2240 Epn2 ENSMUST00000108711.2  |epsin 2

2241 Zp316 ENSMUST00000161448.2 |zinc finger protein 316

2242 Nyap2 ENSMUST00000123285. 1 nfzuronal tyrosine-phophorylated phosphoinositide 3-
kinase adaptor 2

2243 Nrxn 1 ENSMUST00000160844.4 |neurexin I

2244 Gm6086 ENSMUST00000097632.4 |predicted gene 6086

2245 Csmdl ENSMUST00000082104.6 |CUB and Sushi multiple domains 1

2246 Gm 14305 ENSMUSTO00000108981.3 |predicted gene 14305

2247 Pak7 ENSMUST00000035264.3 |p21 protein (Cdc42/Rac)-activated kinase 7

2248 Neud ENSMUST00000050890.7 |sialidase 4

2249] 4921511HO03Rik ENSMUST00000160634.1 |RIKEN cDNA 4921511H03 gene

2250 Pak3 ENSMUST00000172330.2 |p21 protein (Cdc42/Rac)-activated kinase 3

2251 Megfl0 ENSMUSTO00000075770.7 |multiple EGF-like-domains 10

2252 Six4 ENSMUST00000043208.7 |sine oculis-related homeobox 4

2253 Map3kl ENSMUST00000109267.3 | mitogen-activated protein kinase kinase kinase 1

2254 Nlgn3 ENSMUST00000118111.2  |neuroligin 3

2255 Satb2 ENSMUST00000042857.8 |special AT-rich sequence binding protein 2

2256 Npnt ENSMUST00000042744.10 |nephronectin

2257 Ddx51 ENSMUST00000031478.5 |DEAD (Asp-Glu-Ala-Asp) box polypeptide 51

2258 Ednrb ENSMUST00000022718.4 ] endothelin receptor type B

2259 Amdl ENSMUST00000099945.4 | S-adenosylmethionine decarboxylase 1

2260 Gucy2f ENSMUST00000042530.3 | guanylate cyclase 2f

2261 Hgs ENSMUST00000106205.2 |HGF-regulated tyrosine kinase substrate

2262 Nipl ENSMUST00000026917.8  |neuropilin 1

2263 Ralgps1 ENSMUST00000042615.7 |Ral GEF with PH domain and SH3 binding motif |

2264 Btbd9 ENSMUST00000168787.2 |BTB (POZ) domain containing 9

2265 Foxo3 ENSMUST00000105502.2 | forkhead box O3

2266 Wasf2 ENSMUST00000084241.6 | WAS protein family, member 2

2267 Mtss1 ENSMUSTO00000080371.6 |metastasis suppressor 1

2268 Zfyve20 ENSMUST00000014694.8 | zinc finger, FYVE domain containing 20

2269 Amerl ENSMUST00000084535.5 | APC membrane recruitment |

2270 Tmem178b ENSMUST00000061740.7 |transmembrane protein 178B

2271 Gm10615 ENSMUST00000098355.3 | predicted gene 10615

2272 Pcdhl2 ENSMUST00000025311.5 |protocadherin 12

2273 Tnpo2 ENSMUSTO00000093360.5 |transportin 2 (importin 3, karyopherin beta 2b)

2274 Ap3s2 ENSMUSTO00000075657.6 |adaptor-related protein complex 3, sigma 2 subunit




fibronectin type 3 and SPRY domain-containing

2275 Fsdl ENSMUST00000011733.8 .
protein

2276 Msantd3 ENSMUST00000107704.1 |Myb/SANT-like DNA-binding domain containing 3

2977 Semalc ENSMUST00000030568.8 serga doma?n, immunoglobulin dc?main (Ig), short
basic domain, secreted, (semaphorin) 3C

2278 Gee2 ENSMUST00000057659.8 | GRIP and coiled-coil domain containing 2

2279 Kenvl ENSMUST00000022967.5 |potassium channel, subfamily V, member 1

2280 Snai2 ENSMUST00000023356.6 |snail homolog 2 (Drosophila)

2281 Pdpr ENSMUST00000039333.4 py;uv",‘:e dehydrogenase phosphatase regulatory
subuni

2282 Wdfy2 ENSMUST00000014691.8 | WD repeat and FYVE domain containing 2

2283 Kirrel ENSMUST00000159976.2 |kin of IRRE like (Drosophila)

2784 Apbal ENSMUST00000025830.7 amyloid beta (A4) precursor protein binding, family
A, member 1

2285 Rab33b ENSMUST00000054387.6 |RAB33B, member RAS oncogene family

2286 Olfi912 ENSMUSTO00000071681.2 |olfactory receptor 912

2287 Ehd3 ENSMUST00000024860.7 |EH-domain containing 3

2288 QOasla ENSMUST00000080322.7 |2'-5' oligoadenylate synthetase 1A

2289 Gm10176 ENSMUST00000159707.1 |predicted gene 10176

2290 Hoxa4 ENSMUST00000101395.2  |homeobox A4

2291 Mocs1 ENSMUST00000024797.10 |molybdenum cofactor synthesis 1

2292 S1c39al4 ENSMUSTO00000068044.8 |solute carrier family 39 (zinc transporter), member 14

2293 Tgfbr2 ENSMUSTO00000061101.5 |transforming growth factor, beta receptor II

2294 Gstt2 ENSMUSTO00000038257.6 | glutathione S-transferase, theta 2

2295 Itga9 ENSMUST00000044165.8 |integrin alpha 9

2296 Fam168a ENSMUST00000049053.7 | family with sequence similarity 168, member A

2297 Gprl 16 ENSMUSTO00000113599.1 |G protein-coupled receptor 116

2298 Mak ENSMUSTO00000165087.2 |male germ cell-associated kinase

2299 Plxncl ENSMUST00000099337.3  |plexin C1

2300 Mid2 ENSMUST00000112990.2 | midline 2

2301 Bcap29 ENSMUST00000177962.2 |B cell receptor associated protein 29

2302 Mavs ENSMUST00000041362.6 |mitochondrial antiviral signaling protein

2303 Pard3 ENSMUST00000162907.2 |par-3 family cell polarity regulator

2304 Mettl16 ENSMUST00000141755.2 | methyltransferase like 16

2305 Zdhhc23 ENSMUST00000036321.8 |zinc finger, DHHC domain containing 23

2306 Xpo4 ENSMUSTO00000174545.2 |exportin 4

2307 11dr2 ENSMUST00000111416.1 |immunoglobulin-like domain containing receptor 2

2308 Spsbl ENSMUST00000038562,3 | SP/V/ryanodine receptor domain and SOCS box
containing 1

2309 Ago2 ENSMUST00000044113.10 |argonaute RISC catalytic subunit 2

2310 Prkaa2 ENSMUST00000030243.7 proteir.l kinase, AMP-activated, alpha 2 catalytic
subunit

2311 Z{p26 ENSMUST00000159569.2 | zinc finger protein 26

2312 Cxcl14 ENSMUST00000021970.9 | chemokine (C-X-C motif) ligand 14

2313 Chml ENSMUST00000104984.1 | choroideremia-like

2314 Gm14419 ENSMUSTO00000126358.2 |predicted gene 14419

2315 Mrgprbl ENSMUST00000094384.3 | MAS-related GPR, member B1

2316 Rab3gapl ENSMUST00000037649.5 |RAB3 GTPase activating protein subunit 1

2317 Lipg ENSMUST00000066532.4 |lipase, endothelial

2318 Famg84a ENSMUST00000020926.6 | family with sequence similarity 84, member A

2319 Otud7b ENSMUST00000090785.3 |OTU domain containing 7B

2320 Z{p395 ENSMUST00000066994.6 |zinc finger protein 395




2321 Pak2 ENSMUST00000023467.8 |p21 protein (Cdc42/Rac)-activated kinase 2

2322 Apbb2 ENSMUST00000159786.2 amyloid beta (A4) precursor protein-binding, family
B, member 2

2323 Syt14 ENSMUSTO00000016344.7 |synaptotagmin XIV

2324 Trhde ENSMUST00000061632.7 | TRH-degrading enzyme

2325 Ppat ENSMUST00000140076.1 |phosphoribosyl pyrophosphate amidotransferase

2326 Zdhhc20 ENSMUST00000089473.3  |zinc finger, DHHC domain containing 20

2327 Auts2 ENSMUST00000161804.2 |autism susceptibility candidate 2

2328 Msl2 ENSMUSTO00000085177.4 |male-specific lethal 2 homolog (Drosophila)

2329 Efna5 ENSMUST00000076840.6 | ephrin AS

2330 Usp7 ENSMUSTO00000160405.2 |ubiquitin specific peptidase 7

2331 Angptl2 ENSMUST00000004208.5 |angiopoietin-like 2

2332 Cct6b ENSMUST00000021040.4 | chaperonin containing Tcpl, subunit 6b (zeta)

2333 Htr6 ENSMUST00000105802.2 | 5-hydroxytryptamine (serotonin) receptor 6

2334 Rassfl10 ENSMUST00000182858. 1 Ras ?lssociation (RalGDS/AF-6) domain family (N-
terminal) member 10

2335 Eda ENSMUSTO00000113776.2 ]ectodysplasin-A

2336 Csmp3 ENSMUST00000122912.2 |cysteine-serine-rich nuclear protein 3

2337 Nlrp4a ENSMUST00000068767.4 |NLR family, pyrin domain containing 4A

2338 B4galnt2 ENSMUST00000038343.6 | beta-1,4-N-acetyl-galactosaminyl transferase 2

2339 Rapgef6 ENSMUST00000102743.4 |Rap guanine nucleotide exchange factor (GEF) 6

2340 Fam20b ENSMUST00000122424.2 | family with sequence similarity 20, member B

2341 Gpr35 ENSMUST00000169198.2 |G protein-coupled receptor 35

2342 Srsf7 ENSMUST00000063417.9 |serine/arginine-rich splicing factor 7

2343 Ethcl ENSMUST00000038447.5 |EF-hand domain (C-terminal) containing 1

2344 Usp31 ENSMUST00000046929.6 |ubiquitin specific peptidase 31

2345 Nkapl ENSMUST00000068235.5 |NFKB activating protein-like

2346| 4930550C14Rik ENSMUST00000005262.1 |RIKEN cDNA 4930550C14 gene

2347 Rnfl69 ENSMUSTO00000080817.4 |ring finger protein 169

2348 Spag9 ENSMUST00000041956.8 |sperm associated antigen 9

2349 Atl3 ENSMUST00000170373.2 |atlastin GTPase 3

2350 Acatl ENSMUST00000034547.5 ]acetyl-Coenzyme A acetyltransferase 1

2351 Spns2 ENSMUST00000045303.4 |spinster homolog 2

2352 Z{p935 ENSMUSTO00000076195.5 |zinc finger protein 935

2353 Gabarapl1 ENSMUST00000032264.6 | 22mma-aminobutyric acid (GABA) A receptor-
associated protein-like 1

2354 Rsclal ENSMUSTO00000105782.1 |regulatory solute carrier protein, family 1, member 1

2355 Mdm4 ENSMUSTO00000188090.1 |transformed mouse 3T3 cell double minute 4

2356 Gm12695 ENSMUSTO00000107071.1 |predicted gene 12695

2357 Sox6 ENSMUST00000166877.2 |SRY (sex determining region Y)-box 6

2358 Tdgfl ENSMUSTO00000035075.8 |teratocarcinoma-derived growth factor 1

2359 Spred] ENSMUST00000028829.7 sprouty protein with EVH-1 domain 1, related
sequence

2360 Maspl ENSMUSTO00000089883.5 |mannan-binding lectin serine peptidase 1

2361 Usp49 ENSMUST00000024779.9 |ubiquitin specific peptidase 49

2362 Nalcn ENSMUSTO00000000201.5 |sodium leak channel, non-selective

2363 Dmel ENSMUSTO00000023065.6 DM(;I dosage suppressor of.mcl.d homolog, meiosis-
specific homologous recombination

2364 Cplx2 ENSMUST00000026985.8 | complexin 2

2365 Cdkl2 ENSMUST00000086978.6 | cyclin-dependent kinase-like 2 (CDC2-related kinase)

2366 S1c38a9 ENSMUST00000052514.4 |solute carrier family 38, member 9

2367 Tmem?25 ENSMUSTO00000114705.2 |transmembrane protein 25




2368 Pcskl ENSMUST00000022075.4 | proprotein convertase subtilisin/kexin type 1

2369 Stx17 ENSMUST00000107720.3 |syntaxin 17

2370 Osbpl3 ENSMUST00000114468.3 ]oxysterol binding protein-like 3

2371 Cyp2di2 ENSMUST00000068861 .6 clz}étochrome P450, family 2, subfamily d, polypeptide

2372 Zdhhc24 ENSMUST00000006632.7 |zinc finger, DHHC domain containing 24

2373 Slcl5a4 ENSMUST00000031367.9 |solute carrier family 15, member 4

2374 Btbd7 ENSMUST00000045652.6 |BTB (POZ) domain containing 7

2375 Krtap6-5 ENSMUST00000074637.2 | keratin associated protein 6-5

2376| 4930453N24Rik ENSMUST00000076991.6 |RIKEN cDNA 4930453N24 gene

2377 Scubel ENSMUST00000171496.2 |signal peptide, CUB domain, EGF-like 1

2378 Ttc39b ENSMUSTO00000102823.4 |tetratricopeptide repeat domain 39B

2379 Lman2 ENSMUST00000021940.7 ]lectin, mannose-binding 2

2380 E430018J23Rik ENSMUST00000074249.6 |RIKEN cDNA E430018J23 gene

2381 Prkca ENSMUST00000059595.5 |protein kinase C, alpha

2382 SleoSal ENSMUST00000188454. 1 Zc/;hllte carrier organic anion transporter family, member

2383 Amd2 ENSMUSTO00000080898.2 |S-adenosylmethionine decarboxylase 2

2384 Gngl2 ENSMUST00000043148.7 guanine nucleotide binding protein (G protein),
gamma 12

2385| 4930578C19Rik ENSMUST00000044188.4 |RIKEN cDNA 4930578C19 gene

2386 Gan ENSMUST00000064488.5 |giant axonal neuropathy

2387 Rhpn2 ENSMUST00000032705.7 |rhophilin, Rho GTPase binding protein 2

2388 Tada2b ENSMUSTO00000031097.7 |transcriptional adaptor 2B

2389 Ubxn2a ENSMUST00000020962.6 |UBX domain protein 2A

2390 Aff3 ENSMUST00000095027.3 |AF4/FMR2 family, member 3

2391 Chst13 ENSMUSTO00000070890.4 | carbohydrate (chondroitin 4) sulfotransferase 13

2392 Smocl ENSMUST00000110347.3 |SPARC related modular calcium binding 1

2393 Trim33 ENSMUST00000029444.7 |tripartite motif-containing 33

2394 Adal ENSMUST00000028702.4 |adenosine deaminase-like

2395 Intu ENSMUST00000091186.3 inturned Planar cell polarity effector homolog
(Drosophila)

2396 Fam105a ENSMUST00000100739.3 | family with sequence similarity 105, member A

2397 Tmem251 ENSMUSTO00000057416.6 |transmembrane protein 251

2398 Ino80d ENSMUST00000097718.3 | INO80 complex subunit D

2399 Vdacl ENSMUST00000102758.2 | voltage-dependent anion channel 1

2400 Samd5 ENSMUST00000100070.2 |sterile alpha motif domain containing 5

2401 Mkln1 ENSMUST00000026699.9 $1;tsikf:1in 1, intracellular mediator containing kelch

2402 Ttcl4 ENSMUSTO00000099153.4 |tetratricopeptide repeat domain 14

2403 Fam83b ENSMUST00000183437.2 |family with sequence similarity 83, member B

2404 Tox4 ENSMUST00000022766.6 | TOX high mobility group box family member 4

2405 Timm10b ENSMUST00000106783.2 |translocase of inner mitochondrial membrane 10B

2406 Syt4 ENSMUST00000025110.3 |synaptotagmin IV

2407 Fbn2 ENSMUST00000025497.6 | fibrillin 2

2408 Teadl ENSMUST00000059768.11 | TEA domain family member 1

2409 Hs6st2 ENSMUSTO00000088172.6 |heparan sulfate 6-O-sulfotransferase 2

2410 Usp3 ENSMUSTO00000127569.2  Jubiquitin specific peptidase 3

2411 Yapl ENSMUST00000086580.6 |yes-associated protein 1

2412 Cap?2 ENSMUST00000021802.9 |CAP, adenylate cyclase-associated protein, 2 (yeast)

2413 Calml ENSMUST00000110082.4 |calmodulin 1

2414 Secl6a ENSMUSTO00000114082.3 |SEC16 homolog A (S. cerevisiae)




2415 Ptbp2 ENSMUST00000029780.7 |polypyrimidine tract binding protein 2

2416 Tpd5212 ENSMUST00000149163.2 | tumor protein D52-like 2

2417 Gramd1b ENSMUST00000121357.2 |GRAM domain containing 1B

2418 Abcb10 ENSMUST00000075578.6 ATP-binding cassette, sub-family B (MDR/TAP),
member 10

2419 Lurapl ENSMUST00000030469.4 |leucine rich adaptor protein 1

2420 Clmn ENSMUST00000109937.2 | calmin

2421 Fxyd3 ENSMUST00000167369.2 |FXYD domain-containing ion transport regulator 3

2422 Igflr ENSMUSTO00000005671.8 |insulin-like growth factor I receptor

2423 Rab6a ENSMUSTO00000107048.2 |RAB6A, member RAS oncogene family

2424 Prex? ENSMUSTO00000027056.6 phosphatidylinositol-3,4,5-trisphosphate-dependent
Rac exchange factor 2

2425 Sec24a ENSMUST00000109097.3 | Sec24 related gene family, member A (S. cerevisiae)

2426 Ythdfl ENSMUST00000037299.9 | YTH domain family 1

2427 Vps52 ENSMUSTO00000025178.10 | vacuolar protein sorting 52 (yeast)

2428 Sbspon ENSMUST00000040695.4 soma?o?nedin B and thrombospondin, type 1 domain
containing

2429 Manscl ENSMUST00000047443.3 |MANSC domain containing 1

2430 Slc26a7 ENSMUST00000042221.8 |solute carrier family 26, member 7

2431 Mprip ENSMUST00000116371.2 |myosin phosphatase Rho interacting protein

2432 Mylk4 ENSMUST00000057428.5 |myosin light chain kinase family, member 4

2433 Slitrk4 ENSMUST00000069926.8 |SLIT and NTRK-like family, member 4

2434 Ric8b ENSMUST00000038523.8 resistance to inhibitors of cholinesterase 8 homolog B
(C. elegans)

2435 Rnd3 ENSMUST00000154545.1 |Rho family GTPase 3

2436 Lirc9 ENSMUST00000162159.2  |leucine rich repeat containing 9

2437 Ccdc50 ENSMUSTO00000100026.4 | coiled-coil domain containing 50

2438 Wdfyl ENSMUSTO00000113512.2 | WD repeat and FYVE domain containing 1

2439 Pigh ENSMUST00000072154.7 Elhosphatidylinositol glycan anchor biosynthesis, class

2440 Fafl ENSMUST00000102724.4 | Fas-associated factor 1

2441 Aox3 ENSMUST00000040999.8 |aldehyde oxidase 3

2442 Snx27 ENSMUST00000029783.10 |sorting nexin family member 27

2443 Trim71 ENSMUSTO00000111816.2 |tripartite motif-containing 71

2444 Crtc3 ENSMUST00000122255.2 |CREB regulated transcription coactivator 3

2445 Murc ENSMUST00000030033.4 |muscle-related coiled-coil protein

2446 Peli2 ENSMUST00000073150.4 |pellino 2

2447 Rpsl2 ENSMUST00000073926.6 |ribosomal protein S12

2448 Zp661 ENSMUSTO00000110366.2 |zinc finger protein 661

2449 Man2al ENSMUSTO00000086723.4 |mannosidase 2, alpha 1

2450] A930033HI14Rik ENSMUST00000170048.1 | RIKEN cDNA A930033H14 gene

2451 Ttc9 ENSMUSTO00000036116.5 |tetratricopeptide repeat domain 9

2452 Medl ENSMUST00000107545.3  |mediator complex subunit 1

2453 Dio2 ENSMUST00000082432.3 |deiodinase, iodothyronine, type Il

2454 Ankrd40 ENSMUSTO00000051221.7 |ankyrin repeat domain 40

2455 MSC1000118Rik ENSMUST00000068526.6 |RIKEN cDNA M5C1000118 gene

2456 Wdr52 ENSMUST00000099742.3 | WD repeat domain 52

2457 Rps19 ENSMUSTO00000108428.2 |ribosomal protein S19

2458 Homer2 ENSMUST00000026922.8 | homer homolog 2 (Drosophila)

2459 Racgapl ENSMUST00000171702.2 |Rac GTPase-activating protein 1

2460 Hook3 ENSMUST00000037182.8 |hook homolog 3 (Drosophila)

2461 Tfec ENSMUSTO00000031533.7 |transcription factor EC




2462 Tnfsf10 ENSMUST00000046383.6 . . .
tumor necrosis factor (ligand) superfamily, member 10

2463 Nhlrc2 ENSMUSTO00000071423.5 |NHL repeat containing 2

2464 Gcsam ENSMUST00000023339.4 | germinal center associated, signaling and motility

2465 Sphkap ENSMUST00000160953.2 |SPHKI interactor, AKAP domain containing

2466 Cdc26 ENSMUST00000084525.6 |cell division cycle 26

2467 Sestdl ENSMUST00000102660.2 |SEC14 and spectrin domains 1

2468 Polg ENSMUST00000073889.8 |polymerase (DNA directed), gamma

2469 Naal5 ENSMUST00000029303.7 | N(alpha)-acetyltransferase 15, NatA auxiliary subunit

2470] C330018D20Rik ENSMUST00000025488.9 |RIKEN cDNA C330018D20 gene

2471 Ska3 ENSMUST00000022536.2 |spindle and kinetochore associated complex subunit 3

2472 Eef2k ENSMUSTO00000047875.9 ]eukaryotic elongation factor-2 kinase

2473 Sdcbp ENSMUST00000029912.5 |syndecan binding protein

2474 ZHp879 ENSMUSTO00000109134.2 |zinc finger protein 879

2475 Tmcl ENSMUST00000039500.3 |transmembrane channel-like gene family 1

2476 Tmem151b ENSMUSTO00000180252.1 |transmembrane protein 151B

2477 Scrt2 ENSMUSTO00000064061.3 |scratch homolog 2, zinc finger protein (Drosophila)

2478 Secl413 ENSMUST00000068322.6 | SEC14-like 3 (S. cerevisiae)

2479 Hsf2 ENSMUST00000079833.4 | heat shock factor 2

2480 Mettl11b ENSMUST00000159679.2 | methyltransferase like 11B

2481 Rora ENSMUST00000034766.8 |RAR-related orphan receptor alpha

2482 Lpar2 ENSMUST00000034325.4 |lysophosphatidic acid receptor 2

2483 Fbxo3 ENSMUST00000111136.2 | F-box protein 3

2484 Leap2 ENSMUSTO00000036045.5 |liver-expressed antimicrobial peptide 2

2485 Tmem69 ENSMUST00000106478.3 | transmembrane protein 69

2486 Rin3 ENSMUST00000056950.8 |Ras and Rab interactor 3

2487 Scyl3 ENSMUST00000027876.5 |SCY1-like 3 (S. cerevisiae)

2488 Hsbpll1 ENSMUST00000166219.1 |heat shock factor binding protein 1-like 1

2489 REG ENSMUST00000165566.2 regulat(?ry factor X, 3 (influences HLA class II
expression)

2490] 2810007J24Rik ENSMUST00000168252.3 | RIKEN cDNA 2810007J24 gene

2491 Fbx028 ENSMUST00000051431.4 |F-box protein 28

2492 Aasdhppt ENSMUST00000051589.7 aminoadipate—serpialdehyde dehydrogenase-
phosphopantetheinyl transferase

2493 Gm14403 ENSMUST00000108940.2 |predicted gene 14403

2494 Pcdhb19 ENSMUST00000059571.5 |protocadherin beta 19

2495 Pik3ed ENSMUST00000038859 8 phosphat.idylinositol 3-kinase catalytic delta
polypeptide

2496 Med13 ENSMUSTO00000043624.8 |mediator complex subunit 13

2497 Pgm?2l1 ENSMUSTO00000084935.4 | phosphoglucomutase 2-like 1

2498 Rps26-ps1 ENSMUST00000077208.4 |ribosomal protein S26, pseudogene |

2499 Ss18 ENSMUST00000040964.7 |synovial sarcoma translocation, Chromosome 18

2500 K1hl7 ENSMUST00000163409.2 | kelch-like 7

2501 Cdyl2 ENSMUST00000109102.2 |chromodomain protein, Y chromosome-like 2

2502 Eif3j1 ENSMUSTO00000028668.7 |eukaryotic translation initiation factor 3, subunit J1

2503 Bckdk ENSMUSTO00000071056.8 |branched chain ketoacid dehydrogenase kinase

2504 Nelll ENSMUST00000081872.6 | NEL-like 1

2505 Chst7 ENSMUSTO00000044138.7 | carbohydrate (N-acetylglucosamino) sulfotransferase 7

2506 Susd5 ENSMUSTO00000135338.1 |sushi domain containing 5

2507 Acpp ENSMUST00000062723.7 |acid phosphatase, prostate

2508 Ccdel20 ENSMUST00000033490.7 | coiled-coil domain containing 120

2509 Ube2z ENSMUSTO00000100528.4 |ubiquitin-conjugating enzyme E2Z (putative)




2510 Vwa5bl ENSMUST00000030533.6 |von Willebrand factor A domain containing 5B1

2511 Dmrt3 ENSMUST00000048935.4 |doublesex and mab-3 related transcription factor 3

2512 Denndla ENSMUST00000102787.4 |DENN/MADD domain containing 1A

2513 Fktn ENSMUST00000128667.2 | fukutin

2514 Hdx ENSMUSTO00000113422.3 |highly divergent homeobox

2515 Smarca? ENSMUST00000025862. 8 SWI/SNF related, matﬁx assoc.iated, actin dependent
regulator of chromatin, subfamily a, member 2

2516 Gabrgl ENSMUST00000031119.1 | 83mma-aminobutyric acid (GABA) A receptor,
subunit gamma 1

2517 Ctif ENSMUST00000165559.1 |CBP80/20-dependent translation initiation factor

2518 Itgbh3 ENSMUST00000021028.4 |integrin beta 3

2519 Skint4 ENSMUST00000106564.2 |selection and upkeep of intraepithelial T cells 4

2520 Lyg2 ENSMUST00000078307.5 |lysozyme G-like 2

2521 Ttc34 ENSMUST00000050220.2 |tetratricopeptide repeat domain 34

2522 Mpp2 ENSMUSTO00000017458. 5 membr@e protein, palmitoylated 2 (MAGUK p55
subfamily member 2)

2523 Aiml ENSMUST00000020017.8 ]absent in melanoma 1

2524 Syt9 ENSMUST00000073459.6 |synaptotagmin IX

2525 Cmtmé6 ENSMUST00000035007.8 | XL ike MARVEL transmembrane domain
containing 6

2526 Lztsl ENSMUSTO00000185176.2 |leucine zipper, putative tumor suppressor 1

2527 Maneal ENSMUST00000064444.7 |mannosidase, endo-alpha-like

2528 Tsscl ENSMUSTO00000035657.7 |tumor suppressing subtransferable candidate 1

2529 Tmem43 ENSMUST00000032183.4 |transmembrane protein 43

2530 M2 ENSMUST00000105716.3 | mitofusin 2

2531 B3gntl ENSMUST00000053705.6 | D¢ -GleNAebetaGal beta-1,3-N-
acetylglucosaminyltransferase 1

2532 Grebll ENSMUSTO00000048977.9 | growth regulation by estrogen in breast cancer-like

2533 Kenj 10 ENSMUSTO00000056136.3 potassium inwardly-rectifying channel, subfamily J,
member 10

2534 Zerl ENSMUST00000044751.9 |zyg-11 related, cell cycle regulator

2535 Oxsrl ENSMUSTO00000040853.5 |oxidative-stress responsive 1

2536 Capn6 ENSMUSTO00000087316.5 |calpain 6

2537 Tfep2l1 ENSMUST00000027629.9 |transcription factor CP2-like 1

2538 Heewl ENSMUSTO00000110516.2 HECT, (?2 and WW domain containing E3 ubiquitin
protein ligase 1

2539 Swap70 ENSMUST00000033325.7 | SWA-70 protein

2540 Spockl ENSMUST00000185502. 1 sparc/osteonectin, cwev and kazal-like domains
proteoglycan 1

2541 Adamtsl3 ENSMUST00000173287.2 | ADAMTS-like 3

2542 Manba ENSMUST00000029814.9 |mannosidase, beta A, lysosomal

2543 Ctdsp2 ENSMUSTO00000105256.3 CTD (car.boxy-terminal domain, RNA polymerase II,
polypeptide A) small phosphatase 2

2544 Nrg3 ENSMUST00000166968.3  |neuregulin 3

2545 Nrb6al ENSMUSTO00000168098.2 |nuclear receptor subfamily 6, group A, member 1

2546 Ttl ENSMUSTO00000035812.8 |tubulin tyrosine ligase

2547 Pkpl ENSMUST00000027667.7 | plakophilin 1

2548 Irs4 ENSMUSTO00000067841.7 ]insulin receptor substrate 4

2549 Cdh20 ENSMUST00000062528.8 | cadherin 20

2550 SlcSal ENSMUST00000011178.2 solute carrier family 5 (sodium/glucose cotransporter),
member 1

2551 Arhgap44 ENSMUST00000047463.9 |Rho GTPase activating protein 44




2552 Tub ENSMUST00000033341.6 |tubby candidate gene

2553 Vsigl0] ENSMUSTO00000107977. 1 ﬁl\(fe—set and immunoglobulin domain containing 10

2554 Zfyve28 ENSMUST00000094868.4 | zinc finger, FYVE domain containing 28

2555 Ppp3r2 ENSMUST00000029991 2 Protein phosphatas.e 3, regulatory subunit B, alpha
isoform (calcineurin B, type II)

2556 Aktip ENSMUST00000120349.2 |thymoma viral proto-oncogene | interacting protein

2557 Dcx ENSMUST00000033642.4 | doublecortin

2558 Pip4k2b ENSMUST00000018691.8 E:t(;sphatidylinositol—S—phosphate 4-kinase, type II,

2359 Plkibd ENSMUST00000051873.9 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4

2560 Nripl ENSMUST00000121927.2  |nuclear receptor interacting protein 1

2561 Nynrin ENSMUST00000168479.1 |NYN domain and retroviral integrase containing

2562 Kenq2 ENSMUST00000149964.3 potassium voltage-gated channel, subfamily Q,
member 2

2563 Cdg4 ENSMUST00000135386.1 |CD84 antigen

2564 Rap2c ENSMUST00000053593.7 |RAP2C, member of RAS oncogene family

2565 C2cd21 ENSMUST00000065080.8 | C2 calcium-dependent domain containing 2-like

2566 Gprl55 ENSMUST00000076463.6 |G protein-coupled receptor 155

2567 Timeless ENSMUST00000055539.5 |timeless circadian clock 1

2568 Prkab2 ENSMUST00000045743.7 proteil.l kinase, AMP-activated, beta 2 non-catalytic
subunit

2569 Gbp7 ENSMUSTO00000171263.2 | guanylate binding protein 7

2570 Plagl1 ENSMUST00000121646.2 |pleiomorphic adenoma gene-like 1

2571 Limdl ENSMUST00000026269.2 |LIM domains containing 1

2572 Icosl ENSMUSTO00000105393.1 |icos ligand

2573 Ccdc36 ENSMUST00000076592.2 |coiled-coil domain containing 36

2574 Gprl01 ENSMUST00000057645.5 |G protein-coupled receptor 101

2575 Bazla ENSMUST00000038926.7 |bromodomain adjacent to zinc finger domain 1A

2576] 1200014J11Rik ENSMUST00000021135.3 |RIKEN cDNA 1200014J11 gene

2577 Map3k3 ENSMUST00000002044.9 |mitogen-activated protein kinase kinase kinase 3

2578 Mex3b ENSMUSTO00000082237.5 |mex3 homolog B (C. elegans)

2579 Ketd20 ENSMUST00000118762.2 Iz)gtassium channel tetramerisation domain containing

2580 Map3k13 ENSMUST00000042065.6 | mitogen-activated protein kinase kinase kinase 13

2581 Hs3st3al ENSMUST00000058652.5 heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1

2582 Kengl ENSMUST00000109191.1 potassium voltage-gated channel, subfamily G,
member 1

2583 Bahdl ENSMUST00000036578.6 |bromo adjacent homology domain containing 1

2584 Ino80 ENSMUST00000049920.8 |INO80 homolog (S. cerevisiae)

2585 Relll ENSMUST00000154169.1 |RELT-like 1

2586 Dlg5 ENSMUST00000073687.7 |discs, large homolog 5 (Drosophila)

2587 Setbpl ENSMUST00000025430.9 |SET binding protein 1

2588 AU018091 ENSMUSTO00000171749.1 |expressed sequence AU018091

2589 Limk1 ENSMUSTO00000015137.4 |LIM-domain containing, protein kinase

2590 Zbtb8b ENSMUST00000106046.2 |zinc finger and BTB domain containing 8b

2591 L3mbtll ENSMUST00000035751.6 | 1(3)mbt-like (Drosophila)

2592 Tmprss11f ENSMUSTO00000116553.3 |transmembrane protease, serine 11f

2593 Ube2g?2 ENSMUST00000174510.2 Jubiquitin-conjugating enzyme E2G 2




cholinergic receptor, nicotinic, alpha polypeptide 2

2594 Chrna2 ENSMUST00000022620.9
(neuronal)

2595 Foxnl ENSMUST00000108294.1 | forkhead box N1

2596 Trim41 ENSMUST00000047145.8 | tripartite motif-containing 41

2597 Tmprss11b ENSMUST00000038448.6 |transmembrane protease, serine 11B

2598 Bhlhe23 ENSMUSTO00000108878.1 |basic helix-loop-helix family, member €23

2599 Gm9747 ENSMUST00000023262.5 |predicted gene 9747

2600 Fut4 ENSMUSTO00000061498.5 | fucosyltransferase 4

2601 Cacnali ENSMUST00000160424.2 |calcium channel, voltage-dependent, alpha 11 subunit

2602 Dzip3 ENSMUSTO00000121869.2 |DAZ interacting protein 3, zinc finger

2603 Chmp6 ENSMUST00000026434.7 |charged multivesicular body protein 6

2604 Dock3 ENSMUST00000044532.5 |dedicator of cyto-kinesis 3

2605 Fbxl16 ENSMUST00000045692.7 |F-box and leucine-rich repeat protein 16

2606 Usp54 ENSMUST00000022356.5 |ubiquitin specific peptidase 54

2607 7445 ENSMUSTO00000056467.7 |zinc finger protein 445

2608 Ckap5 ENSMUSTO00000111338.4 |cytoskeleton associated protein 5

2609 Naipl ENSMUST00000022142.5 |NLR family, apoptosis inhibitory protein 1

2610 Kiflb ENSMUST00000030806.5 |kinesin family member 1B

2611 Vel ENSMUSTO00000053922.6 ;(f(n Willebrand factor C domain-containing protein 2-
ike

2612 7568 ENSMUST00000146074.2 |zinc finger protein 568

2613 Fam135b ENSMUST00000022953.8 | family with sequence similarity 135, member B

2614 Raplgap ENSMUST00000097837.5 |Rapl GTPase-activating protein

2615 Adcy7 ENSMUST00000169037.2 |adenylate cyclase 7

2616 Ak4 ENSMUST00000102780.2 | adenylate kinase 4

2617 Acad12 ENSMUST00000041252.7 ]acyl-Coenzyme A dehydrogenase family, member 12

2618 Mumlll ENSMUSTO00000113045.3 |melanoma associated antigen (mutated) 1-like 1

2619 Gm15800 ENSMUST00000119892.3 | predicted gene 15800

2620 Zthx2 ENSMUST00000036328.8 |zinc finger homeobox 2

2621 Brd4 ENSMUSTO00000114475.3 |bromodomain containing 4

2622 Fignl2 ENSMUST00000178140.1 | fidgetin-like 2

2623 Heyl ENSMUST00000042412.3 | hairy/enhancer-of-split related with YRPW motif 1

2624 Impact ENSMUST00000025290.5 |impact, RWD domain protein

2625 Aphlb ENSMUST00000034934.9 |anterior pharynx defective 1b homolog (C. elegans)

2626 Acer3 ENSMUST00000033020.8 |alkaline ceramidase 3

2627 Shroom4 ENSMUST00000089520.2 |shroom family member 4

2628 Pde3b ENSMUST00000032909.8 |phosphodiesterase 3B, cGMP-inhibited

2629 Kpna3 ENSMUST00000022496.7  |karyopherin (importin) alpha 3

2630 Lar6 ENSMUST00000044828. 8 leucine-rich repeat-containing G protein-coupled
receptor 6

2631 Utm ENSMUST00000076817.4 | utrophin

2632 Btbdl1 ENSMUST00000105307.2 |BTB (POZ) domain containing 11

2633 Atp7b ENSMUST00000006742.5 | ATPase, Cut+ transporting, beta polypeptide

2634 Cflar ENSMUST00000114313.2 |CASP8 and FADD-like apoptosis regulator

2635 Camkld ENSMUST00000044009.8 | calcium/calmodulin-dependent protein kinase ID

2636 Adcy9 ENSMUSTO00000117801.2 |adenylate cyclase 9

2637 Ankfyl ENSMUSTO00000155998.1 ]ankyrin repeat and FYVE domain containing 1

2638 Nt5cla ENSMUST00000068262.5 |5'-nucleotidase, cytosolic IA

2639 Rppl4 ENSMUST00000180369.1 |ribonuclease P 14 subunit

2640 Whsclll ENSMUST00000142395.2 Wolf-Hirschhorn syndrome candidate 1-like 1 (human)

2641 Leprel ENSMUST00000030393.7 |leprecan 1




2642 Znfx1 ENSMUST00000048988.8 |zinc finger, NFX1-type containing 1

2643 Gm16515 ENSMUST00000019075.3 | predicted gene, Gm16515

2644 Rock?2 ENSMUST00000020904.6 |Rho-associated coiled-coil containing protein kinase 2

2645 Samhdl ENSMUST00000057725.4 |SAM domain and HD domain, 1

2646 Ankle2 ENSMUST00000031474.8 |ankyrin repeat and LEM domain containing 2

2647 Zfp516 ENSMUSTO00000171238.2 |zinc finger protein 516

2648 Armcl ENSMUST00000029125.8 |armadillo repeat containing 1

2649 Naad0 ENSMUST00000025675.9 N(alpha)-acetyltran#erase 40, NatD catalytic subunit,
homolog (S. cerevisiae)

2650 Rapgef5 ENSMUSTO00000109691.2 |Rap guanine nucleotide exchange factor (GEF) 5

2651 AbI2 ENSMUSTO00000166172.3 v-abl Abelson murine leukemia viral oncogene 2 (arg,
Abelson-related gene)

2652 Fam46a ENSMUST00000034802.9 | family with sequence similarity 46, member A

2653 Nfam 1 ENSMUST00000109503.4 | Nfat activating molecule with ITAM motif 1

2654 Asap3 ENSMUST00000047526.7 | ATTGAP with SH3 domain, ankyrin repeat and PH
domain 3

2655 Atp2b4 ENSMUST00000048953.8 | ATPase, Cat++ transporting, plasma membrane 4

2656 Crispld2 ENSMUSTO00000132583.2 cystei.n(?—rich secretory protein LCCL domain
containing 2

2657 Frmd3 ENSMUST00000084474.5 |FERM domain containing 3

2658 Rtn3 ENSMUST00000065304.6 |reticulon 3

2659 Pdxdel ENSMUST00000115804.3 [l)yridoxal-dependent decarboxylase domain containing

2660 Rab22a ENSMUST00000029024.4 |RAB22A, member RAS oncogene family

2661 Arfip2 ENSMUST00000131446.2 | ADP-ribosylation factor interacting protein 2

2662 Gm14139 ENSMUST00000109926.2 | predicted gene 14139

2663 Adamts]2 ENSMUST00000061318.7 |2 disintf:grin—like and met?lllopeptidase '(reprolysin
type) with thrombospondin type 1 motif, 12

2664 Arhgap29 ENSMUST00000037958.8 |Rho GTPase activating protein 29

2665 Zp457 ENSMUST00000049705.7 |zinc finger protein 457

2666 1kzf5 ENSMUST00000046306.9 | IKAROS family zinc finger 5

2667 Prune2 ENSMUST00000087689.4 | prune homolog 2 (Drosophila)

2668 Aebp2 ENSMUST00000032359.9 | AE binding protein 2

2669 Cers6 ENSMUSTO00000028426.3 |ceramide synthase 6

2670 Crebrf ENSMUST00000062519.8 |CREB3 regulatory factor

2671 Exoc8 ENSMUST00000098312.2 |exocyst complex component 8

2672 Nr3cl ENSMUSTO00000115567.2 |nuclear receptor subfamily 3, group C, member 1

2673 Mapk4 ENSMUSTO00000159162.1 |mitogen-activated protein kinase 4

2674 Angel2 ENSMUST00000027947.7 ]angel homolog 2 (Drosophila)

2675 Uspl3 ENSMUSTO00000072312.6 |ubiquitin specific peptidase 13 (isopeptidase T-3)

2676 KIf10 ENSMUST00000074043.5 | Kruppel-like factor 10

2677 Siahla ENSMUST00000045296.4 |seven in absentia 1A

2678 Camkv ENSMUST00000035700.8 |CaM kinase-like vesicle-associated

2679 Clic6 ENSMUST00000023670.3 | chloride intracellular channel 6

2680 Htrlf ENSMUST00000063076.4 | 5-hydroxytryptamine (serotonin) receptor 1F

2681 Zp59 ENSMUSTO00000108331.2 |zinc finger protein 59

2682 Sh3rf3 ENSMUSTO00000153031.1 |SH3 domain containing ring finger 3

2683 Srsfl ENSMUST00000079866.5 |serine/arginine-rich splicing factor 1

2684 Tspan3 ENSMUST00000034876.8 | tetraspanin 3

2685 Trim11 ENSMUSTO00000108809.2 |tripartite motif-containing 11

2686 Maoa ENSMUST00000026013.5 |monoamine oxidase A

2687 Fosl2 ENSMUST00000031017.9 | fos-like antigen 2




2688 Kif3b ENSMUST00000028977.6 | kinesin family member 3B

2689 Marveld3 ENSMUST00000001722. 8 13\/IARVEL (membrane-associating) domain containing

2690 Tenm4 ENSMUSTO00000107162.2 |teneurin transmembrane protein 4

2691 Rnfl149 ENSMUST00000062525.5 |ring finger protein 149

2692 Akapl1 ENSMUST00000123853.2 | A kinase (PRKA) anchor protein 11

2693 Acbd5 ENSMUST00000028121.8 |acyl-Coenzyme A binding domain containing 5

2694 Nat81 ENSMUSTO00000056355.8 | N-acetyltransferase 8-like

2695 Pcml ENSMUST00000045218.7 | pericentriolar material 1

2696 Fzd5 ENSMUST00000063982.6 |frizzled homolog 5 (Drosophila)

2697 Adam?22 ENSMUSTO00000088761.5 |a disintegrin and metallopeptidase domain 22

2698 Fbxo21 ENSMUST00000035579.6 | F-box protein 21

2699 Mull ENSMUST00000044058.5 |mitochondrial ubiquitin ligase activator of NFKB 1

2700 Mars2 ENSMUST00000061334.9 |methionine-tRNA synthetase 2 (mitochondrial)

2701 Gas213 ENSMUSTO00000099374.3 | growth arrest-specific 2 like 3

2702 Cbf2t ENSMUST00000109725.2 core-binding factor, runt domain, alpha subunit 2,
translocated to, 2 (human)

2703 Pdk4 ENSMUST00000019721.4 |pyruvate dehydrogenase kinase, isoenzyme 4

2704 Lancl3 ENSMUST00000069763.2 LanC l.antibiotic synthetase component C-like 3
(bacterial)

2705 Arhgef37 ENSMUSTO00000171629.1 |Rho guanine nucleotide exchange factor (GEF) 37

2706 P2rx7 ENSMUSTO00000100737.4 | purinergic receptor P2X, ligand-gated ion channel, 7

2707 Ptchdl ENSMUST00000038665.5 |patched domain containing 1

2708 Serinc5 ENSMUSTO00000049488.7 |serine incorporator 5

2709 Rab39 ENSMUST00000068449.3 |RAB39, member RAS oncogene family

2710 BAgalt6 ENSMUSTO00000070080.5 UDP—Gal.:betaGlcNAc beta 1,4-galactosyltransferase,
polypeptide 6

2711 Slc25a43 ENSMUSTO00000047655.6 |solute carrier family 25, member 43

2712 U2surp ENSMUST00000079659.6 |U2 snRNP-associated SURP domain containing

2713 Hivep3 ENSMUST00000106307.3 | "man immunodeficiency virus type I enhancer
binding protein 3

2714 Hsf4 ENSMUSTO00000172525.2 |heat shock transcription factor 4

2715 Gm&923 ENSMUST00000143490.1 |predicted gene 8923

2716 Flil ENSMUSTO00000016231.8 |Friend leukemia integration 1

2717 Timp2 ENSMUST00000017610.4 |tissue inhibitor of metalloproteinase 2

2718 Ttyhl ENSMUST00000129423.2 |tweety homolog 1 (Drosophila)

2719 Morc2a ENSMUST00000096441.3 |microrchidia 2A

2720 Pqlc2 ENSMUST00000053862.6 |PQ loop repeat containing 2

2721 Braf ENSMUSTO00000002487.9 | Braf transforming gene

2722 Dnm11 ENSMUST00000023477.8 |dynamin 1-like

2723 Zfp706 ENSMUSTO00000078976.7 |zinc finger protein 706

2724 Pex7 ENSMUST00000020182.9 |peroxisomal biogenesis factor 7

2725 Fycol ENSMUST00000167595.3 |FYVE and coiled-coil domain containing 1

2726 Grin2a ENSMUSTO00000115835.2 | glutamate receptor, ionotropic, NMDA2A (epsilon 1)

2727 Desi2 ENSMUSTO00000027783.8 |desumoylating isopeptidase 2

2728 Dlgap! ENSMUST00000133983.2 discs, large (Drosophila) homolog-associated protein 1

2729 Zbtb25 ENSMUST00000176102.2 |zinc finger and BTB domain containing 25

2730 Glgl ENSMUST00000169020.2 | golgi apparatus protein 1

2731 Pramef8 ENSMUST00000059790.5 |PRAME family member 8

2732 Faxc ENSMUST00000029908.7 | failed axon connections homolog (Drosophila)




solute carrier family 25 (mitochondrial

2733 Slc25a21 ENSMUST00000044634.6 . .
oxodicarboxylate carrier), member 21

2734 Fam53b ENSMUST00000097998.3 | family with sequence similarity 53, member B

2735 Ints12 ENSMUST00000029650.8 |integrator complex subunit 12

2736 Mettl10 ENSMUST00000033257.9 |methyltransferase like 10

2737 Tmeff) ENSMUSTO00000081851 3 tran.smefnbr.ane prote.in with EGF-like and two
follistatin-like domains 2

2738 Clenl ENSMUST00000031894.7 | chloride channel 1

2739 Arl6ip6 ENSMUST00000028336.6 | ADP-ribosylation factor-like 6 interacting protein 6

2740 Nipa2 ENSMUSTO00000119041.2 | °R imprinted in Prader-Willi/Angelman syndrome 2
homolog (human)

2741] 1810013L24Rik ENSMUST00000023150.5 |RIKEN cDNA 1810013124 gene

2742 Layn ENSMUST00000098782.3 |layilin

2743 Cdc42sel ENSMUST00000053872.6 |CDC42 small effector 1

2744 Btbd16 ENSMUST00000048453.5 |BTB (POZ) domain containing 16

2745 Tspan9 ENSMUST00000112173.2 | tetraspanin 9

2746 Rabepl ENSMUST00000100928.5 |rabaptin, RAB GTPase binding effector protein 1

2747 Ketd16 ENSMUSTO00000091927 4 rl)gtassium channel tetramerisation domain containing

2748 Nkiras1 ENSMUST00000132374.2 |NFKB inhibitor interacting Ras-like protein 1

2749 Hist1h3f ENSMUSTO00000075558.3 |histone cluster 1, H3f

2750 Ado ENSMUSTO00000075686.4 | 2-aminoethanethiol (cysteamine) dioxygenase

2751 Itgb6 ENSMUST00000059888.9 |integrin beta 6

2752 Whbpll ENSMUST00000138302.3 | WW domain binding protein 1 like

2753 Ppplri6b ENSMUST00000052927.5 [l)r6(gein phosphatase 1, regulatory (inhibitor) subunit

2754 Prrd ENSMUST00000028593.5 proline rich Gla (G-carboxyglutamic acid) 4
(transmembrane)

2755 Inppl ENSMUST00000027271.3 |inositol polyphosphate-1-phosphatase

2756 Rbm4 ENSMUST00000178615.2 |RNA binding motif protein 4

2757 Pmsl1 ENSMUST00000027267.8 | postmeiotic segregation increased 1 (S. cerevisiae)

2758 Prr7 ENSMUST00000046533.7 |proline rich 7 (synaptic)

2759 Fgd6 ENSMUST00000020208.4 |FYVE, RhoGEF and PH domain containing 6

2760 Paip2b ENSMUST00000058383.8 |poly(A) binding protein interacting protein 2B

2761 Mynn ENSMUSTO00000047502.7 |myoneurin

2762 Etsl ENSMUST00000034534.7 |E26 avian leukemia oncogene 1, 5' domain

2763 Zcchc9 ENSMUST00000022121.7 |zinc finger, CCHC domain containing 9

2764 Tomm70a ENSMUST00000166897. 1 translocase of outer mitochondrial membrane 70
homolog A (yeast)

2765 mt-Nd5 ENSMUSTO00000082418.1 |mitochondrially encoded NADH dehydrogenase 5

2766 Rdhl ENSMUST00000073639.5 |retinol dehydrogenase 1 (all trans)

2767 BC048403 ENSMUST00000136432.1 | cDNA sequence BC048403

2768 Zp618 ENSMUST00000107415.2 |zinc finger protein 618

2769 Bardl ENSMUST00000027393.7 |BRCAI associated RING domain 1

2770 Lirc58 ENSMUSTO00000078717.6 |leucine rich repeat containing 58

2771 Prpf39 ENSMUST00000120580.2 ?RP,:))9 pre-mRNA processing factor 39 homolog
yeas

2772 Adcyaplrl ENSMUST00000070756.6 |adenylate cyclase activating polypeptide 1 receptor 1

2773 Trim44 ENSMUST00000102573.2  |tripartite motif-containing 44

2774 Serbpl ENSMUST00000042990.4 |serpine]l mRNA binding protein 1

2775 Tmem56 ENSMUST00000128909.2 |transmembrane protein 56

2776 Mrl ENSMUST00000027744.9 |major histocompatibility complex, class I-related




2777 Rpl18a ENSMUST00000054220.8 |ribosomal protein L18A

2778 Sle6a2 ENSMUST00000072939.6 solute ca@er family 6 (neurotransmitter transporter,
noradrenalin), member 2

2779 Emc7 ENSMUST00000069747.5 |ER membrane protein complex subunit 7

2780 Fzdl ENSMUST00000054294.5 |frizzled homolog 1 (Drosophila)

2781 Kenb2 ENSMUST00000170146.2 potassi1.1m voltage gated channel, Shab-related
subfamily, member 2

2782 Mtnrla ENSMUST00000067984.7 |melatonin receptor 1A

2783 Rab18 ENSMUST00000097680.5 |RABI18, member RAS oncogene family

2784 Zp830 ENSMUSTO00000056677.7 |zinc finger protein 830

2785 Eda2r ENSMUSTO00000037353.4 |ectodysplasin A2 receptor

2786 Selp ENSMUSTO00000162746.1 |selectin, platelet

2787 Ndnf ENSMUST00000054351.4 |neuron-derived neurotrophic factor

2788 Gria2 ENSMUST00000107745.2 | glutamate receptor, ionotropic, AMPA2 (alpha 2)

2789 Synpr ENSMUST00000070323.6 |synaptoporin

2790] 4833403115Rik ENSMUST00000025358.2 | RIKEN cDNA 4833403115 gene

2791 Terf2 ENSMUSTO00000116425.2 |telomeric repeat binding factor 2

2792 Bel2111 ENSMUST00000110341.3 |BCL2-like 11 (apoptosis facilitator)

2793 Paxbpl ENSMUST00000118522.2 |PAX3 and PAX7 binding protein 1

2794 Mc5r ENSMUSTO00000172148.1 |melanocortin 5 receptor

2795 Sorl1 ENSMUST00000060989 8 sortil%n‘—related receptor, LDLR class A repeats-
containing

2796 Pex51 ENSMUST00000108225.4 |peroxisomal biogenesis factor 5-like

2797 Gipc3 ENSMUST00000045102.5 |GIPC PDZ domain containing family, member 3

2798 Mtrfll ENSMUSTO00000019908.8 |mitochondrial translational release factor 1-like

2799 Exoc3 ENSMUST00000035934.5 |exocyst complex component 3

2800 Wdr§2 ENSMUST00000020490.6 | WD repeat domain containing 82

2801 Uhmk1 ENSMUST00000123399.1 |U2AF homology motif (UHM) kinase 1

2802 Mthfr ENSMUST00000069604.9 |5,10-methylenetetrahydrofolate reductase

2303 Meidas ENSMUSTO00000092089 4 multiFiliate differentiation. and DNA synthesis
associated cell cycle protein

2804 Ndcl ENSMUST00000139560.2 |NDC1 transmembrane nucleoporin

2805 Ube2h ENSMUST00000102993.4 |ubiquitin-conjugating enzyme E2H

2806 Noval ENSMUST00000021438.6 |neuro-oncological ventral antigen 1

2807 Serpina3i ENSMUST00000109958.2 serine (or cysteine) peptidase inhibitor, clade A,
member 31

2808 K1hl42 ENSMUST00000036003.7 | kelch-like 42

2809 Mycbp ENSMUST00000030400.8 |c-myc binding protein

2810 Papolb ENSMUST00000099400.2 |poly (A) polymerase beta (testis specific)

2811 Stk35 ENSMUST00000166282.2 |serine/threonine kinase 35

2812 Ncam1 ENSMUST00000114476.2 |neural cell adhesion molecule 1

2813 Smul ENSMUSTO00000030117.4 smu-1 suppressor of mec-8 and unc-52 homolog (C.
elegans)

2814 Z{p345 ENSMUST00000109914.1 |zinc finger protein 345

2815 Itpkb ENSMUSTO00000070181.6 |inositol 1,4,5-trisphosphate 3-kinase B

2816 Zp74 ENSMUSTO00000108205.2 |zinc finger protein 74

2817 Nudt3 ENSMUSTO00000025050.6 nucii; gnucleotide diphosphate linked moiety X)-type
moti

2818 Napll1 ENSMUSTO00000171797.1 |nucleosome assembly protein 1-like 1

2819 Rprdla ENSMUSTO00000046206.3 rlefulation of nuclear pre-mRNA domain containing

2820 Reedl ENSMUST00000121882.2 |RCC1 domain containing 1




2821 Lirrc7 ENSMUST00000106044.1 |leucine rich repeat containing 7

2822 Irgq ENSMUST00000049020.7 |immunity-related GTPase family, Q

2823 Bbox| ENSMUST00000046233.3 butyrobetaine (gamma), 2-oxoglutarate dioxygenase 1
(gamma-butyrobetaine hydroxylase)

2824 Slit3 ENSMUST00000069837.3 |slit homolog 3 (Drosophila)

2825 B3galt] ENSMUSTO00000112346.2 UDP—GallzbetaGlcNAc beta 1,3-galactosyltransferase,
polypeptide 1

2826 Rab30 ENSMUST00000032879.8 |RAB30, member RAS oncogene family

2827 Nlrc3 ENSMUST00000180200.2 |NLR family, CARD domain containing 3

2828 Zp870 ENSMUSTO00000178401.1 |zinc finger protein 870

2829 Agbl2 ENSMUST00000170320.2 | ATP/GTP binding protein-like 2

2830 Tprkb ENSMUSTO00000113753.2 | Tp53rk binding protein

2831 Ccdcl57 ENSMUST00000093381.5 |coiled-coil domain containing 157

2832 Dhx40 ENSMUST00000018569.8 |DEAH (Asp-Glu-Ala-His) box polypeptide 40

2833 Cbx5 ENSMUSTO00000118152.2 | chromobox 5

2834 Ptgdr2 ENSMUST00000037261.3 |prostaglandin D2 receptor 2

2835 Snrpd1 ENSMUST00000002551.3 |small nuclear ribonucleoprotein D1

2836 Zp933 ENSMUSTO00000105718.2 |zinc finger protein 933

2837 Thnsl 1 ENSMUST00000054591.4 |threonine synthase-like 1 (bacterial)

2838 Algd ENSMUSTO00000034561 .5 asparagine-linked glycosylation 9 (alpha 1,2
mannosyltransferase)

2839] 6720489N17Rik ENSMUST00000091563.4 | RIKEN cDNA 6720489N17 gene

2840 Atpl3a3 ENSMUST00000061350.7 | ATPase type 13A3

2841 Eefsec ENSMUSTO00000165242. 1 eukalryotic elongation factor, selenocysteine-tRNA-
specific
ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-

2842 St6galnac2 ENSMUST00000079545.5 | 1,3)-N-acetylgalactosaminide alpha-2,6-
sialyltransferase 2

2843 Nrg4 ENSMUST00000164721.2 | neuregulin 4

2844 Meis2 ENSMUST00000110907.2  |Meis homeobox 2

2845 Fam217b ENSMUST00000094251.5 | family with sequence similarity 217, member B

2846 Hnmpa3 ENSMUSTO00000111962.2 |heterogeneous nuclear ribonucleoprotein A3

2847 Bclllb ENSMUST00000066060.5 |B cell leukemia/lymphoma 11B

2348 Vatll ENSMUST00000049509.6 Vesicle émine transport protein 1 homolog-like (T.
californica)

2849 Aatk ENSMUST00000064307.4 | apoptosis-associated tyrosine kinase

2850 Sle8a3 ENSMUST00000085238.7 solute carrier family 8 (sodium/calcium exchanger),
member 3

2851 Smarcal | ENSMUST00000047615.9 SWI/SNF related métrix associ'ated, e'lctin dependent
regulator of chromatin, subfamily a-like 1

2852 Gpatch8 ENSMUST00000143842.1 |G patch domain containing 8

2853 Dynltlc ENSMUST00000092966.4 |dynein light chain Tctex-type 1C

2854 Smyd3 ENSMUST00000128302.2 |SET and MYND domain containing 3

2855 S1c9a2 ENSMUST00000027231.7 solute carrier family 9 (sodium/hydrogen exchanger),
member 2

2856 Smarcel ENSMUST00000103133.3 SWI/SNF related, mgtrix assoc'iated, actin dependent
regulator of chromatin, subfamily e, member 1

2857 B3galnt2 ENSMUST00000099747.3 | UDF-GalNAc:betaGleNAc beta 13-
galactosaminyltransferase, polypeptide 2

2858 Trim66 ENSMUSTO00000106739.2 |tripartite motif-containing 66

2859 Gm14124 ENSMUST00000109922.1 |predicted gene 14124

2860 Frs2 ENSMUST00000020381.3 | fibroblast growth factor receptor substrate 2




translocase of outer mitochondrial membrane 20

2861 Tomm?20 ENSMUST00000179857.1
homolog (yeast)
2862 Elf4 ENSMUSTO00000114958.2 |E74-like factor 4 (ets domain transcription factor)
2863 Cyp2d22 ENSMUST00000023083.7 ;};ochrome P450, family 2, subfamily d, polypeptide
2864 Gprin3 ENSMUST00000051065.4 | GPRIN family member 3
2865 Emcl ENSMUST00000042096.8 |ER membrane protein complex subunit 1
2866 Csnk2al ENSMUST00000099224.4 |casein kinase 2, alpha 1 polypeptide
2867 Pogz ENSMUST00000107270.3 |pogo transposable element with ZNF domain
2868 Lemt2 ENSMUSTO00000110674.3 |leucine carboxyl methyltransferase 2
2869 Trubl ENSMUST00000026073.7 CT(I;EI)B pseudouridine (psi) synthase homolog 1 (E.
2870 Tbcel ENSMUST00000066148.6 |tubulin folding cofactor E-like
2871] 9130008F23Rik ENSMUST00000068258.2 | RIKEN cDNA 9130008F23 gene
2872 Tram?2 ENSMUSTO00000037998.5 |translocating chain-associating membrane protein 2
2873 Ketd21 ENSMUST00000054107.5 Iz)cl)tassmm channel tetramerisation domain containing
2874 Gml13151 ENSMUST00000148762.3  |predicted gene 13151
2875 Lmbrl ENSMUST00000055195.5 |limb region 1
2876 Zfp704 ENSMUSTO00000041124.7 |zinc finger protein 704
2877 Tbpll ENSMUST00000127698.2 | TATA box binding protein-like 1
2878 BC049715 ENSMUST00000052702.6 |cDNA sequence BC049715
2879 Med25 ENSMUSTO00000003049.6 | mediator complex subunit 25
2880 Acotl1 ENSMUST00000102762.4 ]acyl-CoA thioesterase 11
2881 Tmfl ENSMUST00000095664.3 | TATA element modulatory factor 1
2882 Pgapl ENSMUST00000097739.4 | post-GPI attachment to proteins 1
2883 Sgcb ENSMUSTO00000081170.7 |sarcoglycan, beta (dystrophin-associated glycoprotein)
2884 Prkag3 ENSMUST00000188073. 1 protem.kmase, 'AMP-actlvated, gamma 3 non-
catatlytic subunit

2885 Egr3 ENSMUSTO00000035908.1 |early growth response 3
2886 Ctbs ENSMUST00000061937.7 |chitobiase, di-N-acetyl-
2887 Kpnad ENSMUST00000029353.3 | karyopherin (importin) alpha 4
2888 Zfpll1 ENSMUSTO00000086006.6 | zinc finger protein 111
2889 Gm9938 ENSMUSTO00000067077.1 |predicted gene 9938
2890 Dcaf8 ENSMUST00000074144.5 |DDB1 and CUL4 associated factor 8
2891 Rasa2 ENSMUST00000034984.7 |RAS p21 protein activator 2
2892 Fbxw2 ENSMUST00000028220.4 |F-box and WD-40 domain protein 2
2893 Rps6kbl ENSMUST00000154617.2 |ribosomal protein S6 kinase, polypeptide 1
2894 Bbipl ENSMUST00000135402.2 |BBSome interacting protein 1
2895 Zdhhcl5 ENSMUST00000042070.5 |zinc finger, DHHC domain containing 15
2896 Abhd6 ENSMUST00000166497.2 | abhydrolase domain containing 6
2897 Colgalt2 ENSMUST00000044311.8 | collagen beta(1-O)galactosyltransferase 2
2898 Eginl ENSMUST00000034469.5 |egl-9 family hypoxia-inducible factor 1
2899 Pik3r5 ENSMUST00000021283.7

et phosphoinositide-3-kinase, regulatory subunit 5, p101
2900 Pip4k2a ENSMUST00000006912.6 zll;c:;)hatldyl1nos1tol-5-phosphate 4-kinase, type II,
2901 Arl5a ENSMUST00000036541.7 | ADP-ribosylation factor-like 5SA
2902 Lztfll ENSMUST00000026274.8 |leucine zipper transcription factor-like 1
2903 Lrrecl ENSMUST00000169079.2

leucine rich repeat and coiled-coil domain containing 1




nuclear casein kinase and cyclin-dependent kinase

2904 Nucks1 ENSMUST00000062264.7
substrate 1

2905 Foxcl ENSMUST00000062292.3 | forkhead box C1

2906 Prdm5 ENSMUST00000172638.1 |PR domain containing 5

2907 Mypn ENSMUST00000095580.2 |myopalladin

2908 Flrt2 ENSMUST00000057324.3 | fibronectin leucine rich transmembrane protein 2

2909 Sirpa ENSMUST00000103203.2 |signal-regulatory protein alpha

2910 Limk2 ENSMUST00000110029.3 |LIM motif-containing protein kinase 2

2911 Trpm?2 ENSMUST00000105401 .3 transient receptor potential cation channel, subfamily
M, member 2

2912 Trim24 ENSMUSTO00000031859.8 |tripartite motif-containing 24

2913 Itch ENSMUST00000029126.9 |itchy, E3 ubiquitin protein ligase

2914 Cacnald ENSMUST00000112249 2 calciurp channel, voltage-dependent, L type, alpha 1D
subunit

2915 Tetl ENSMUSTO00000050826.8 |tet methylcytosine dioxygenase 1

2916 Aphlc ENSMUSTO00000169282.2 |anterior pharynx defective 1¢ homolog (C. elegans)

2917 Dnajcl8 ENSMUST00000025208.5 |DnaJ (Hsp40) homolog, subfamily C, member 18

2918 Kdm2b ENSMUST00000031435.8 |lysine (K)-specific demethylase 2B

2919 Z{p958 ENSMUST00000073201.5 |zinc finger protein 958

2920 Plpl ENSMUST00000033800.7 | proteolipid protein (myelin) 1

2921 Arnt2 ENSMUSTO00000085077.3 |aryl hydrocarbon receptor nuclear translocator 2

2922 Sdc4 ENSMUST00000017153.3 | syndecan 4

2923 Nusap1 ENSMUST00000028771.7 |nucleolar and spindle associated protein 1

2924 Tubal3 ENSMUST00000021639.6 |tubulin, alpha-like 3

2925 Gne ENSMUST00000030201.8 | &lucosamine (UDP-N-acetyl)-2-epimerase/N-
acetylmannosamine kinase

2926 Sle5a0 ENSMUST00000102721.2 solute carrier family 5 (sodium/glucose cotransporter),
member 9

2927 Cln5 ENSMUST00000022721.6 | ceroid-lipofuscinosis, neuronal 5

2928 Eiflax ENSMUSTO00000087143.6 |eukaryotic translation initiation factor 1A, X-linked

2929 Tex12 ENSMUST00000034568.5 |testis expressed gene 12

2930 Btgl ENSMUST00000038377.7 |B cell translocation gene 1, anti-proliferative

2931 Bysl ENSMUST00000024783.8 | bystin-like

2932 Map3k9 ENSMUSTO00000035987.7 |mitogen-activated protein kinase kinase kinase 9

2933 Adam12 ENSMUSTO00000067680.5 aldLsi)ntegrin and metallopeptidase domain 12 (meltrin
alpha

2934 Slc24ad ENSMUST00000079020.5 solute carrier family 24 (sodium/potassium/calcium
exchanger), member 4

2935| 5830473C10Rik ENSMUST00000094615.4 |RIKEN cDNA 5830473C10 gene

2936 Gpsm?2 ENSMUST00000029482. 10 G-protein signalling modulator 2 (AGS3-like, C.
elegans)

2937 Bdhl ENSMUSTO00000115227.4 | 3-hydroxybutyrate dehydrogenase, type 1

2938 Tsr2 ENSMUST00000112683.3 | TSR2 20S rRNA accumulation

2939 Cry2 ENSMUST00000090559.6 |cryptochrome 2 (photolyase-like)

2940 AW554918 ENSMUSTO00000165400.2 |expressed sequence AW554918

2941 Jmjd6 ENSMUSTO00000047616.4 |jumonji domain containing 6

2942 Psmfl ENSMUST00000042452.5 |proteasome (prosome, macropain) inhibitor subunit 1

2943 Arhgap32 ENSMUSTO00000174641.2 |Rho GTPase activating protein 32

2944 Megtb ENSMUST00000030897.9 | multiple EGF-like-domains 6

2945 Nacc2 ENSMUST00000114159.3 | Pucleus accumbens associated 2, BEN and BTB
(POZ) domain containing

2946 Fut8 ENSMUSTO00000062804.7 | fucosyltransferase 8




2947 Pil5 ENSMUST00000088476.3 | peptidase inhibitor 15

2948 Mmd2 ENSMUSTO00000037048.7 |monocyte to macrophage differentiation-associated 2

2949 Zbtb37 ENSMUSTO00000171748.2 |zinc finger and BTB domain containing 37

2950 Eapp ENSMUST00000161592.2 |E2F-associated phosphoprotein

2951 Vps37a ENSMUSTO00000098817.2 | vacuolar protein sorting 37A (yeast)

2952 Plxna2 ENSMUST00000027952.6 |plexin A2

2953 Z{p408 ENSMUST00000099714.4 | zinc finger protein 408

2954 AA415398 ENSMUST00000079611.7 | expressed sequence AA415398

2955 Zbtbl ENSMUST00000042779.3 |zinc finger and BTB domain containing 1

2956 Z{p738 ENSMUSTO00000137496.3 |zinc finger protein 738

2957 Prss23 ENSMUST00000041761.5 |protease, serine 23

2958 Utpls ENSMUST00000040972.2 UTP15, U3 small nucleolar ribonucleoprotein,
homolog (yeast)

2959 Klra2 ENSMUST00000032306.9 |killer cell lectin-like receptor, subfamily A, member 2

2960 Hilpda ENSMUST00000054445.8 |hypoxia inducible lipid droplet associated

2961 Etv3 ENSMUST00000119109.2 |ets variant 3

2962 1do2 ENSMUST00000121992.1 |indoleamine 2,3-dioxygenase 2

2963 Dpysl4 ENSMUST00000026551.9 | dihydropyrimidinase-like 4

2964 Ccdcl 16 ENSMUST00000023452.8 | coiled-coil domain containing 116

2965 Gmfb ENSMUSTO00000111817.2 | glia maturation factor, beta

2966 Dcplb ENSMUSTO00000112777.3 |DCP1 decapping enzyme homolog B (S. cerevisiae)

2967 PdeSa ENSMUSTO00000066728.5 |phosphodiesterase 5A, cGMP-specific

2968 Ccdc130 ENSMUSTO00000005120.6 | coiled-coil domain containing 130

2969 Lrat ENSMUSTO00000029632.6 lec.ithin—retinol acyltransferase (phosphatidylcholine-
retinol-O-acyltransferase)

2970 Dffa ENSMUST00000030816.3 |DNA fragmentation factor, alpha subunit

2971 Bcemol ENSMUSTO00000176860.1 |beta-carotene 15,15'-monooxygenase

2972 Slc22al5 ENSMUST00000190824. 1 solute carrier family 22 (organic anion/cation
transporter), member 15

2973 Etfl ENSMUST00000025218.7 |eukaryotic translation termination factor 1

2974 Slprl ENSMUST00000055676.2 | sphingosine-1-phosphate receptor 1

2975 Fndc8 ENSMUSTO00000018988.5 | fibronectin type III domain containing 8

2976 Ccdc89 ENSMUSTO00000061391.7 |coiled-coil domain containing 89

2977 Lirc57 ENSMUST00000102496.2 |leucine rich repeat containing 57

2978 Bbx ENSMUSTO00000138166.2 |bobby sox homolog (Drosophila)

2979 Eno4 ENSMUST00000054280.6 |enolase 4

2980 Flen ENSMUST00000102697.4 | folliculin

2981 Nxtl ENSMUST00000109961.2 | NTF2-related export protein 1

2982 Tripll ENSMUST00000021605.8 |thyroid hormone receptor interactor 11

2983 Rasgrf2 ENSMUST00000099326.4 Ifl/iS p2r0tein-speciﬁc guanine nucleotide-releasing
actor

2984 Atf7ip ENSMUSTO00000032335.7 |activating transcription factor 7 interacting protein

2985 Mbnl 1 ENSMUST00000099087.2  |muscleblind-like 1 (Drosophila)

2986 Btnlal ENSMUST00000041674.8 | butyrophilin, subfamily 1, member Al

2987 Zfp191 ENSMUST00000066497.6 | zinc finger protein 191

2988 Ing3 ENSMUST00000031680.4 |inhibitor of growth family, member 3

2989 Scol ENSMUST00000092996.4 | SCO cytochrome oxidase deficient homolog 1 (yeast)

2990 Mau? ENSMUST00000050561.7 MAU?2 chromatid cohesion factor homolog (C.
elegans)

2991 Fam49a ENSMUST00000069066.7 | family with sequence similarity 49, member A

2992 Gda ENSMUSTO00000087600.4 | guanine deaminase

2993] 2410131K14Rik ENSMUST00000049138.7 |RIKEN cDNA 2410131K 14 gene




2994 Prdm16 ENSMUST00000070313.8 |PR domain containing 16

2995 Dspp ENSMUSTO00000112771.1 |dentin sialophosphoprotein

2996 Fam&4b ENSMUST00000100635.4 | family with sequence similarity 84, member B

2997 Naifl ENSMUSTO00000048431.2 |nuclear apoptosis inducing factor 1

2998 Mia3 ENSMUST00000069922.6 |melanoma inhibitory activity 3

2999 Dsgla ENSMUSTO00000077146.3 |desmoglein 1 alpha

3000 Fibedl ENSMUST00000028188.7 | fibrinogen C domain containing 1

3001 Spal? ENSMUST00000002013.9 | sperm autoantigenic protein 17

3002 Dmtfl ENSMUST00000071921.7 |cyclin D binding myb-like transcription factor 1

3003 Slc24a2 ENSMUST00000107157.3 solute carrier family 24 (sodium/potassium/calcium
exchanger), member 2

3004 Arrdcd ENSMUSTO00000048068.8 ]arrestin domain containing 4

3005 LdlIr ENSMUST00000034713.7 |low density lipoprotein receptor

3006 Rgag4 ENSMUSTO00000113631.1 |retrotransposon gag domain containing 4

3007 Alx4 ENSMUSTO00000111254.1 |]aristaless-like homeobox 4

3008 Fancf ENSMUST00000169357.1 |Fanconi anemia, complementation group F

3009 Cldn18 ENSMUST00000136429.2 | claudin 18

3010 Scn2b ENSMUST00000170998.2 |sodium channel, voltage-gated, type I, beta

3011 Raplgap2 ENSMUST00000102521.2 |RAP1 GTPase activating protein 2

3012 Dix1 ENSMUST00000037119.3 |distal-less homeobox 1

3013 QOas2 ENSMUST00000081491.7 ]2'-5' oligoadenylate synthetase 2

3014 Dmbx|1 ENSMUST00000064806.7 |diencephalon/mesencephalon homeobox 1

3015 Atfl ENSMUST00000023769.5 |activating transcription factor 1

3016 Mastd ENSMUST00000167058.2 microtubule associated serine/threonine kinase family
member 4

3017 Stxbp5 ENSMUST00000038213.8 |syntaxin binding protein 5 (tomosyn)

3018 Ldlrad? ENSMUST00000178923. 1 120w density lipoprotein receptor A domain containing

3019 Grin3a ENSMUSTO00000093859.5 | glutamate receptor ionotropic, NMDA3A

3020 Fndc7 ENSMUST00000053065.5 | fibronectin type Il domain containing 7

3021 Rnfl66 ENSMUST00000014614.3  |ring finger protein 166

3022 Slc28a3 ENSMUST00000022036.8 solute carrier family 28 (sodium-coupled nucleoside
transporter), member 3

3023 Unc80 ENSMUST00000061620.10 |unc-80 homolog (C. elegans)

3024 Gripl ENSMUSTO00000041962.9 | glutamate receptor interacting protein 1

3005 Pkdrej ENSMUSTO00000064370 4 polycystic kidney disease (polycystin) afld REJ (sperm
receptor for egg jelly homolog, sea urchin)

3026 Micul ENSMUST00000165563.2 |mitochondrial calcium uptake 1

3027 Psg29 ENSMUSTO00000075934.5 |pregnancy-specific glycoprotein 29

3028 Tenm1 ENSMUSTO00000115059.2 |teneurin transmembrane protein 1

3029 Tspan7 ENSMUSTO00000115526.1 |tetraspanin 7

3030 Dppl0 ENSMUSTO00000112606.2 |dipeptidylpeptidase 10

3031 Sept3 ENSMUST00000023095.7  |septin 3

3032 Msrb3 ENSMUST00000092143.6 | methionine sulfoxide reductase B3

3033 Celf3 ENSMUST00000029784.5 |CUGBP, Elav-like family member 3

3034 Kcenv2 ENSMUSTO00000056708.3 |potassium channel, subfamily V, member 2

3035 Cr2 ENSMUSTO00000082321.3 |complement receptor 2

3036 Gm8113 ENSMUST00000160298.1 |predicted gene 8113

3037 Epb4.114b ENSMUST00000030142.3 |erythrocyte protein band 4.1-like 4b

3038 Uspl1 ENSMUST00000117878.2 | ubiquitin specific peptidase like 1

3039 Col8a2 ENSMUSTO00000070132.6 | collagen, type VIII, alpha 2




solute carrier family 6 (neurotransmitter transporter,

3040 Slc6a3 ENSMUST00000022100.6 .
dopamine), member 3

3041 Nt5dc3 ENSMUST00000099396.2 | 5'-nucleotidase domain containing 3

3042 Dhh ENSMUST00000023737.4 |desert hedgehog

3043 Gm5595 ENSMUST00000107992.1 |predicted gene 5595

3044 Ube2w ENSMUSTO00000117146.2 |ubiquitin-conjugating enzyme E2W (putative)

3045 Asxl13 ENSMUST00000097655.3 |additional sex combs like 3 (Drosophila)

3046 Cox10 ENSMUST00000049091.8 | cytochrome ¢ oxidase assembly protein 10

3047 Ccdel58 ENSMUST00000060930.4 | coiled-coil domain containing 158

3048 Ccdc88¢ ENSMUST00000085096.4 | coiled-coil domain containing 88C

3049 Col27al ENSMUST00000036300.7 |collagen, type XXVII, alpha |

3050 Palld ENSMUSTO00000121785.2 |palladin, cytoskeletal associated protein

3051 Z{p652 ENSMUSTO00000107717.2 ]zinc finger protein 652

3052 Fndc3b ENSMUST00000046157.4 | fibronectin type III domain containing 3B

3053 Zfx ENSMUSTO00000088102.6 |zinc finger protein X-linked

3054 Cyb5d1 ENSMUST00000108660.2 |cytochrome b5 domain containing 1

3055 Chd2 ENSMUST00000169922.3 |chromodomain helicase DNA binding protein 2

3056 Ckap4 ENSMUSTO00000053871.3 | cytoskeleton-associated protein 4

3057 Trmt2a ENSMUST00000140206.2 | TRM2 tRNA methyltransferase 2A

3058 Vsigl0 ENSMUST00000111967.2 | V-set and immunoglobulin domain containing 10

3059 H2-T24 ENSMUST00000174063.1 |histocompatibility 2, T region locus 24

3060 Syne3 ENSMUST00000067005.4 spectrin repeat containing, nuclear envelope family
member 3

3061 Prre3 ENSMUSTO00000048790 6 proline rich Gla (G-carboxyglutamic acid) 3
(transmembrane)

3062 Chd9 ENSMUST00000109614.3  |chromodomain helicase DNA binding protein 9

3063 Uprt ENSMUST00000087867.5 uracil. Phosphoribosyltransferase (FURT) homolog (S.
cerevisiae)

3064 Casr ENSMUSTO00000114847.3 |calcium-sensing receptor

3065 Dram1 ENSMUST00000020249.1 |DNA-damage regulated autophagy modulator 1

3066 Ipo9 ENSMUST00000041023.8 | importin 9

3067 Rnfl65 ENSMUST00000026494.8 |ring finger protein 165

3068 Erec3 ENSMUST00000025241 6 excis'ion repair cross-comPlementing rodent repair
deficiency, complementation group 3

3069 TIr6 ENSMUST00000062315.4  |toll-like receptor 6

3070 Rc3hl ENSMUST00000161609.2 |RING CCCH (C3H) domains 1

3071 Herc3 ENSMUST00000041401.8 | hect domain and RLD 3

3072 Tapt1 ENSMUSTO00000055128.7 |transmembrane anterior posterior transformation 1

3073 Cmtm4 ENSMUST00000179802.1 | CXLE-like MARVEL transmembrane domain
containing 4

3074 Mtmr7 ENSMUST00000048898.11 |myotubularin related protein 7

3075 Spatab ENSMUSTO00000084354.3 |spermatogenesis associated 6

3076 Gpdll ENSMUST00000146623.2 | glycerol-3-phosphate dehydrogenase 1-like

3077 Trpsl ENSMUST00000165201.3 |trichorhinophalangeal syndrome I (human)

3078 1122ral ENSMUST00000102546.3 |interleukin 22 receptor, alpha 1

3079 Lgi2 ENSMUST00000039750.5 |leucine-rich repeat LGI family, member 2

3080 Rail ENSMUST00000102688.1 |retinoic acid induced 1

3081 Phf2011 ENSMUST00000048188.8 |PHD finger protein 20-like 1

3082 19 ENSMUST00000134863.2 |interferon regulatory factor 9

3083 1810032008Rik ENSMUST00000144049.2 | RIKEN cDNA 1810032008 gene

3084 Prcp ENSMUSTO00000076052.6 |prolylcarboxypeptidase (angiotensinase C)

3085] 2810459M11Rik ENSMUST00000165824.2 |RIKEN cDNA 2810459M11 gene




3086 Hipkl ENSMUSTO00000118317.2 |homeodomain interacting protein kinase 1

3087 Nbeal l ENSMUST00000160834.2 | neurobeachin like 1

3088 Tscl ENSMUST00000028155.6 |tuberous sclerosis 1

3089 Ppp2r5d ENSMUSTO00000002839.8 |protein phosphatase 2, regulatory subunit B', delta

3090f D630002J18Rik ENSMUST00000181854.1 |RIKEN cDNA D630002J18 gene

3091 Digap4 ENSMUST00000169464.3 discs, large homolog-associated protein 4 (Drosophila)

3092 Abec2 ENSMUSTO00000026208.5 ATP-binding cassette, sub-family C (CFTR/MRP),
member 2

3093 Eifdebp2 ENSMUST00000020288. 8 eukar'yotic translation initiation factor 4E binding
protein 2

3094 Rabl1fipl ENSMUST00000033878.7 |RABI11 family interacting protein 1 (class I)

3095 Kifl6 ENSMUST00000038558.8 | Kruppel-like factor 16

3096 Foxkl ENSMUST00000072837.5 | forkhead box K1

3097 Synjl ENSMUSTO00000170853.2 |synaptojanin 1

3098 Trim23 ENSMUST00000069187.6 |tripartite motif-containing 23

3099 Sepsecs ENSMUST00000031069.7 Sep (O-phosphoserine) tRNA:Sec (selenocysteine)
tRNA synthase

3100 Erlinl ENSMUST00000112028.4 | ER lipid raft associated 1

3101 Ostn ENSMUST00000066852.8 ] osteocrin

3102 Adrbk2 ENSMUST00000065167.4 |adrenergic receptor kinase, beta 2

3103 Z{p3612 ENSMUST00000060366.6 |zinc finger protein 36, C3H type-like 2

3104 Sntb2 ENSMUST00000047425.3 | syntrophin, basic 2

3105 Ifnarl ENSMUST00000023689.5 |interferon (alpha and beta) receptor 1

3106 Tomt ENSMUST00000106969.2  |transmembrane O-methyltransferase

3107 A530054K11Rik ENSMUST00000012314.8 |RIKEN cDNA A530054K11 gene

3108 Atmin ENSMUST00000109099.3 | ATM interactor

3109 BC007180 ENSMUST00000189969.1 | cDNA sequence BC007180

3110 Sema3a ENSMUST00000030714.7 sema doma%n, immunoglobulin d(?main (Ig), short
basic domain, secreted, (semaphorin) 3A

3111 Stard10 ENSMUST00000163799.3 |START domain containing 10

3112 Ankrd45 ENSMUST00000111608.2 | ankyrin repeat domain 45

3113 Uncl3a ENSMUSTO00000030170.9 Junc-13 homolog A (C. elegans)

3114 Prex] ENSMUST00000036719.6 phosphatidylinositol-3,4,5-trisphosphate-dependent
Rac exchange factor 1

3115 Sult6bl ENSMUST00000169544.2 |sulfotransferase family, cytosolic, 6B, member 1

3116 AY358078 ENSMUST00000053821.4 | cDNA sequence AY358078

3117 Ubtd2 ENSMUST00000051053.4 |ubiquitin domain containing 2

3118 Torda ENSMUSTO00000081869.6 |torsin family 4, member A

3119 Rabl1fip5 ENSMUSTO00000060837.7 |RABI11 family interacting protein 5 (class I)

3120 Z1p354b ENSMUST00000109124.4 |zinc finger protein 354B

3121 Sh3glbl ENSMUST00000163279.1 | SH3-domain GRB2-like B1 (endophilin)

3122 Clecl6a ENSMUSTO00000115823.1 |C-type lectin domain family 16, member A

3123 Nktr ENSMUSTO00000035112.7 |natural killer tumor recognition sequence

3124 Gprasp2 ENSMUST00000173804.2 . ) . .
G protein-coupled receptor associated sorting protein 2

3125 Skil ENSMUST00000118470.2 | SKI-like

3126 Slc37a3 ENSMUSTO00000090243 4 solute carrier family 37 (glycerol-3-phosphate
transporter), member 3

3127 K19 ENSMUST00000036884.1 | Kruppel-like factor 9

3128 Cptlc ENSMUST00000063761.7 |carnitine palmitoyltransferase 1¢




avian reticuloendotheliosis viral (v-rel) oncogene

3129 Relb ENSMUST00000094762.4
related B

3130 Ptpm2 ENSMUST00000070733.8 protein tyrosine phosphatase, receptor type, N
polypeptide 2

3131 Cobll1l ENSMUST00000112429.3 | Cobl-like 1

3132 Sic30al ENSMUST00000044954.6 |solute carrier family 30 (zinc transporter), member 1

3133 Pcsk9 ENSMUST00000049507.5 | proprotein convertase subtilisin/kexin type 9

3134 Med121 ENSMUST00000040325.8 | mediator complex subunit 12-like

3135 Rad5412 ENSMUST00000046502.6 |RADS54 like 2 (S. cerevisiae)

3136 Chrm?2 ENSMUSTO00000172278.2 |cholinergic receptor, muscarinic 2, cardiac

3137 Crem ENSMUSTO00000151311.2 |cAMP responsive element modulator

3138 Lbh ENSMUST00000024857.7 | limb-bud and heart

3139 Stxbp3l ENSMUSTO00000114787.2 |syntaxin binding protein 5-like

3140 Gucyla3 ENSMUST00000048976.6 |guanylate cyclase 1, soluble, alpha 3
sema domain, seven thrombospondin repeats (type 1

3141 SemaSa ENSMUST00000067458.6 |and type 1-like), transmembrane domain (TM) and
short cytoplasmic domain, (semaphorin) SA

3142 Smad?2 ENSMUST00000168423.2 | SMAD family member 2

3143 Aifl ENSMUST00000172693.2 |allograft inflammatory factor 1

3144 Ketd10 ENSMUSTO00000102581.5 Il)gtassium channel tetramerisation domain containing

3145 Rgs7bp ENSMUST00000063551.5 |regulator of G-protein signalling 7 binding protein

3146 Ppp2rSa ENSMUST00000067976.3 |protein phosphatase 2, regulatory subunit B', alpha

3147 Poc5 ENSMUST00000099295.4 |POCS5 centriolar protein homolog (Chlamydomonas)

3148 Lrtml1 ENSMUST00000055662.2 |leucine-rich repeats and transmembrane domains 1

3149 Rpp38 ENSMUST00000062672.6 |ribonuclease P/MRP 38 subunit

3150 Mtap7d3 ENSMUST00000114766.2 |MAP7 domain containing 3

3151 Repl ENSMUST00000117140.2 RGP'l 'retrograde golgi transport homolog (S.
cerevisiae)

3152 Tspan32 ENSMUSTO00000075172.6 |tetraspanin 32

3153 Sycp2 ENSMUSTO00000081134.4 |synaptonemal complex protein 2

3154 Snx12 ENSMUST00000077876.3 |sorting nexin 12

3155 Fam45a ENSMUST00000119633.2 | family with sequence similarity 45, member A

3156 Fat3 ENSMUST00000082170.5 |FAT tumor suppressor homolog 3 (Drosophila)

3157 Frem?2 ENSMUSTO00000091137.4 |Frasl related extracellular matrix protein 2

3158 Rbm12 ENSMUST00000059647.6 |RNA binding motif protein 12

3159 Caspb6 ENSMUST00000029626.8 | caspase 6

3160 Mill2 ENSMUST00000072386.5 |MHC I like leukocyte 2

3161 Msdadb ENSMUST00000035258.8 Tgmbrane-spanning 4-domains, subfamily A, member

3162 Tmem136 ENSMUSTO00000061833.4 |transmembrane protein 136

3163 Fabp5 ENSMUST00000029046.8 | fatty acid binding protein 5, epidermal

3164 Zfp42 ENSMUST00000082120.3 |zinc finger protein 42

3165 Mphosph9 ENSMUST00000031344.7 | M-phase phosphoprotein 9

3166 Smchdl ENSMUST00000127430.1 |SMC hinge domain containing 1

3167 Ppp2rSe ENSMUST00000021447.7 |protein phosphatase 2, regulatory subunit B', epsilon

3168 Golga3 ENSMUSTO00000112512.2 ]golgi autoantigen, golgin subfamily a, 3

3169 A430033K04Rik ENSMUST00000069862.8 | RIKEN cDNA A430033K04 gene

3170 Mrpl39 ENSMUSTO00000116584.1 |mitochondrial ribosomal protein L.39

3171 Dcafl7 ENSMUST00000154704.2 |DDB1 and CUL4 associated factor 17

3172 Nfia ENSMUST00000092532.7 |nuclear factor /A

3173 Nmd3 ENSMUST00000029358.9 |NMD3 homolog (S. cerevisiae)




3174 Ptpn6 ENSMUSTO00000004377.9 |protein tyrosine phosphatase, non-receptor type 6

3175 Myob6 ENSMUST00000035889.9 |myosin VI

3176 Neul ENSMUST00000007253.5 |neuraminidase 1

3177 Glra2 ENSMUST00000058787.8 | glycine receptor, alpha 2 subunit

3178 Trub2 ENSMUST00000048044.6 Trl”,? pseudouridine (psi) synthase homolog 2 (E.
coli

3179 Abcbs ENSMUST00000115077.2 ATP-binding cassette, sub-family B (MDR/TAP),
member 8

3180 Tritl ENSMUST00000102649.3 |tRNA isopentenyltransferase 1

3181 F2rl3 ENSMUST00000058099.8 |coagulation factor II (thrombin) receptor-like 3

3182 Cldn19 ENSMUST00000094823.3 | claudin 19

3183 Tmc2 ENSMUSTO00000077988.2 |transmembrane channel-like gene family 2

3184 Pdcd5 ENSMUSTO00000118501.2 |programmed cell death 5

3185 Cdk7 ENSMUST00000091299.6 |cyclin-dependent kinase 7

3186 H2-M5 ENSMUSTO00000169189.2 |histocompatibility 2, M region locus 5

3187 Itpr2 ENSMUST00000053273.9 |inositol 1,4,5-triphosphate receptor 2

3188 Zbtb41 ENSMUSTO00000039867.7 |zinc finger and BTB domain containing 41 homolog

3189 Tbcld25 ENSMUST00000039892.3 |TBC1 domain family, member 25

3190 Ggt5 ENSMUST00000072217.3 | gamma-glutamyltransferase 5

3191 Slitl ENSMUST00000169141.2 |slit homolog 1 (Drosophila)

3192 Kenhs ENSMUST00000042299 2 potassium voltage-gated channel, subfamily H (eag-
related), member 5

3193 Rho ENSMUST00000032471.6 | rhodopsin

3194 Colllal ENSMUSTO00000092155.6 | collagen, type XI, alpha 1

3195 Bves ENSMUST00000095715.3 | blood vessel epicardial substance

3196 Itgal ENSMUST00000061673.7 |integrin alpha 1

3197 Rhbdl3 ENSMUST00000017836.7 |rhomboid, veinlet-like 3 (Drosophila)

3198 Rhof ENSMUST00000186469.1 |ras homolog gene family, member f

3199 Selll ENSMUST00000021347.6 |sel-1 suppressor of lin-12-like (C. elegans)

3200 Tlrd ENSMUST00000048096.6 |toll-like receptor 4

3201 Cntf ENSMUST00000112933.1 |ciliary neurotrophic factor

3202 Rec2 ENSMUSTO00000071169.3 |regulator of chromosome condensation 2

3203 Mrps5 ENSMUST00000028852.7 |mitochondrial ribosomal protein S5

3204 Abtl ENSMUST00000041782.2 ]activator of basal transcription 1

3205 Ogfill ENSMUST00000027343.5 |opioid growth factor receptor-like 1

3206 Lreuk ENSMUSTO00000070189.4 leucir?e-.n'ch repeats and guanylate kinase domain
containing

3207 Pcdhbl2 ENSMUST00000055495.5 | protocadherin beta 12

3208 Acyp2 ENSMUST00000074613.3 |acylphosphatase 2, muscle type

3209 Tpte ENSMUSTO00000077194.1 |transmembrane phosphatase with tensin homology

3210 Coxl11 ENSMUST00000020851.9 |cytochrome ¢ oxidase assembly protein 11

3211 3632451006Rik ENSMUST00000036972.7 | RIKEN cDNA 3632451006 gene

3212 Gdpgpl ENSMUST00000062915.7 | GDP-D-glucose phosphorylase 1

3213 CA12 ENSMUST00000078124.7 | cofilin 2, muscle

3214 Ptefr ENSMUST00000029670.5 |prostaglandin F receptor

3215 Rimbp2 ENSMUSTO00000111346.1 |RIMS binding protein 2

3216 Arl4a ENSMUST00000146905.1 | ADP-ribosylation factor-like 4A

3217 Cent2 ENSMUST00000112570.1 |cyclin T2

3218 Zmym4 ENSMUST00000106108.3  |zinc finger, MYM-type 4

3219 Qdf311 ENSMUSTO00000055036.6 |outer dense fiber of sperm tails 3-like 1

3220 Xyltl ENSMUSTO00000032892.5 |xylosyltransferase 1

3221 Agod ENSMUSTO00000084289.4 |argonaute RISC catalytic subunit 4




3222 Gprl 82 ENSMUST00000079692.5 |G protein-coupled receptor 182

3223 Rassf4 ENSMUST00000035842 4 Ras association (RalGDS/AF-6) domain family
member 4

3224 Trim61 ENSMUSTO00000124790.2 |tripartite motif-containing 61

3225 Dctnl ENSMUST00000113913.2 | dynactin 1

3226 Pla2g2e ENSMUSTO00000030531.8 |phospholipase A2, group IIE

3227 Aff4 ENSMUST00000060945.6 | AF4/FMR2 family, member 4

3228 Arpclb ENSMUST00000085679.7 |actin related protein 2/3 complex, subunit 1B

3229 Hk2 ENSMUST00000000642.5 |hexokinase 2

3230 P2ry4 ENSMUST00000053373.1 |pyrimidinergic receptor P2Y, G-protein coupled, 4

3231 Tlk1 ENSMUST00000038584.8 |tousled-like kinase 1

3232 Wdr33 ENSMUST00000025264.6 | WD repeat domain 33

3233 Efcab9 ENSMUST00000054327.2 |EF-hand calcium binding domain 9

3234 Thapl1 ENSMUST00000040445.7 | THAP domain containing 11

3235 Nepn ENSMUST00000067085.4 |nephrocan

3236 Zfyve9 ENSMUST00000106657.2 |zinc finger, FYVE domain containing 9

3237 Map3k7cl ENSMUST00000026700.7 |Map3k7 C-terminal like

3238 Igf2bpl ENSMUSTO00000013559.2 |insulin-like growth factor 2 mRNA binding protein 1

3239 Nup160 ENSMUST00000057481.6 |nucleoporin 160

3240 Dapk3 ENSMUSTO00000178422.2 |death-associated protein kinase 3

3241 Amotll ENSMUST00000160770.2 |angiomotin-like 1

3942 Membp ENSMUST00000057557.8 MCM (minichromosome maintenance deficient)
binding protein

3243 Decrl ENSMUST00000029877.8 |2,4-dienoyl CoA reductase 1, mitochondrial

3244 Btc ENSMUST00000121044.2 | betacellulin, epidermal growth factor family member

3245 Rppl4 ENSMUST00000023924.3 |ribonuclease P 14 subunit

3246 Fbx117 ENSMUST00000024761.7 |F-box and leucine-rich repeat protein 17

3247 Rufy?2 ENSMUST00000119567.2 |RUN and FYVE domain-containing 2

3248 Fchol ENSMUST00000093444.7 |FCH domain only 1

3249 Lhx9 ENSMUST00000019374.8 |LIM homeobox protein 9

3250 Eif2d ENSMUST00000068805.8 |eukaryotic translation initiation factor 2D

3251 Slcl7a4 ENSMUST00000021769.9 Zolute carrier family 17 (sodium phosphate), member

3252 Fam92a ENSMUSTO00000108285.3 | family with sequence similarity 92, member A

3253 Clecl4a ENSMUST00000062254.2 | C-type lectin domain family 14, member a

3254 Sap301 ENSMUST00000020826.5 | SAP30-like

3255 Hhip ENSMUST00000079038.2 |Hedgehog-interacting protein

3256 Proser2 ENSMUST00000054254.6 |proline and serine rich 2

3257 Zfp184 ENSMUSTO00000102978.2 |zinc finger protein 184 (Kruppel-like)

3258 Msantd1 ENSMUST00000050535.1 |Myb/SANT-like DNA-binding domain containing 1

3259 Osbpl6 ENSMUSTO00000111929.2 ]oxysterol binding protein-like 6

3260 Harbil ENSMUSTO00000090608.5 | harbinger transposase derived 1

3261 Homerl ENSMUST00000079086.6 |homer homolog 1 (Drosophila)

3262 Dnajcl5 ENSMUST00000022590.3 |DnaJ (Hsp40) homolog, subfamily C, member 15

3263 Plxna4 ENSMUST00000115096.3 |plexin A4

3264 Sleo2al ENSMUST00000035148.7 ;ollute carrier organic anion transporter family, member

a

3265 4933411K16Rik ENSMUST00000164518.3 | RIKEN cDNA 4933411K16 gene

3266 Lss ENSMUST00000048678.6 |lanosterol synthase

3267 Edeml ENSMUST00000089162.3 |ER degradation enhancer, mannosidase alpha-like 1

3268 Steap3 ENSMUST00000112641.2 |STEAP family member 3




UTP6, small subunit (SSU) processome component,

3269 Utp6 ENSMUST00000043152.5
homolog (yeast)

3270 Hspalb ENSMUSTO00000172753.1 |heat shock protein 1B

3271 Dnajbl1 ENSMUST00000178320.1 |DnaJ (Hsp40) homolog, subfamily B, member 11

3972 Cyp7bl ENSMUSTO00000035625.6 clzytochrome P450, family 7, subfamily b, polypeptide

3273 Mbll ENSMUST00000047095.2  |mannose-binding lectin (protein A) 1

3274 Raly ENSMUST00000116389.3 |hnRNP-associated with lethal yellow

3275 Dnajc9 ENSMUST00000022345.6 |Dnal (Hsp40) homolog, subfamily C, member 9

3276 Sntgl ENSMUST00000140295.2 | syntrophin, gamma 1

3277 Evi2a ENSMUST00000103236.3 |ecotropic viral integration site 2a

3278 St3gall ENSMUST00000092640.5 |ST3 beta-galactoside alpha-2,3-sialyltransferase 1

3279 Zdhhc6 ENSMUST00000076891.5 |zinc finger, DHHC domain containing 6

3280 Elp4 ENSMUST00000122965.2 |elongation protein 4 homolog (S. cerevisiae)

3281 Bnip2 ENSMUST00000034754.6 |BCL2/adenovirus E1B interacting protein 2

3282 Cmtrl ENSMUST00000024816.7 | cap methyltransferase 1

3283 Larp4 ENSMUST00000057632.9 |La ribonucleoprotein domain family, member 4

3784 Dyrklb ENSMUST00000085901.7 dgal—speciﬁcity tyrosine-(Y)-phosphorylation regulated
kinase 1b

3285 Hist1h2ac ENSMUSTO00000171127.2 |histone cluster 1, H2ac

3286 Mocs?2 ENSMUST00000183407.1 |molybdenum cofactor synthesis 2

3287 Plin3 ENSMUST00000019726.6 |perilipin 3

3288 Pafah2 ENSMUSTO00000105870.2 |platelet-activating factor acetylhydrolase 2

3289 Blnk ENSMUST00000117695.2 |B cell linker

3290 Tbk1 ENSMUST00000020316.2 | TANK-binding kinase 1

3291 Pdp2 ENSMUST00000059588.6 pyruvate dehyrogenase phosphatase catalytic subunit 2

3292 Tirl12 ENSMUST00000074829.2 |toll-like receptor 12

3293 Urm1 ENSMUST00000091142.3 Jubiquitin related modifier 1 homolog (S. cerevisiae)

3294 Csrp2 ENSMUST00000020403.5 |cysteine and glycine-rich protein 2

3295 Zfp101 ENSMUST00000167107.3 | zinc finger protein 101

3296 Nsun7 ENSMUST00000065530.7 |NOL1/NOP2/Sun domain family, member 7

3297 Chmb2 ENSMUSTO00000029562.3 cholinergic receptor, nicotinic, beta polypeptide 2
(neuronal)

3298 Zc3h6 ENSMUST00000110320.3 |zinc finger CCCH type containing 6

3299 Tmem?246 ENSMUST00000042750.2 |transmembrane protein 246

3300 Rosl ENSMUST00000020045.4 |Ros]1 proto-oncogene

3301 Sass6 ENSMUST00000029571.8 |spindle assembly 6 homolog (C. elegans)

3302 Sle6a20b ENSMUST00000026273.8 solute carrier family 6 (neurotransmitter transporter),
member 20B

3303 Srsfl0 ENSMUSTO00000126641.1 |serine/arginine-rich splicing factor 10

3304 Lirc71 ENSMUST00000023846.5 |leucine rich repeat containing 71

3305 Ctso ENSMUST00000029649.2 | cathepsin O

3306 Adamts] ENSMUST00000023610.9 |2 disintégﬁn—like and met?lllopeptidase .(reprolysin
type) with thrombospondin type 1 motif, 1

3307 Bag4 ENSMUST00000038498.8 |BCL2-associated athanogene 4

3308 Rsrcl ENSMUSTO00000161726.1 |arginine/serine-rich coiled-coil 1

3309 Cyp2d10 ENSMUSTO00000072776.3 i}(f)tochrome P450, family 2, subfamily d, polypeptide

3310 Myo5b ENSMUST00000074157.7 |myosin VB

3311 Zdhhc7 ENSMUST00000034280.7 |zinc finger, DHHC domain containing 7

3312 Dnase2b ENSMUST00000029836.4 |deoxyribonuclease II beta




3313 Aplf ENSMUST00000065997.2 |aprataxin and PNKP like factor

3314 Fbxo7 ENSMUST00000130320.2 |F-box protein 7

3315 Tmem126a ENSMUST00000032844.5 |transmembrane protein 126A

3316 Tmem57 ENSMUSTO00000030628.9 |transmembrane protein 57

3317 Nubpl ENSMUST00000040090.10 |nucleotide binding protein-like

3318 Tommé ENSMUSTO00000113301. 1 translocase of outer mitochondrial membrane 6
homolog (yeast)

3319 Srpx2 ENSMUSTO00000113304.1 |sushi-repeat-containing protein, X-linked 2

3320 Add2 ENSMUST00000032069.5 |adducin 2 (beta)

3321 Inpp5f ENSMUSTO00000043138.7 |inositol polyphosphate-5-phosphatase F

3322 Arell ENSMUSTO00000043169.8 |apoptosis resistant E3 ubiquitin protein ligase |

3323 Tfam ENSMUST00000092430.5 |transcription factor A, mitochondrial

3324 KIf13 ENSMUST00000063694.8 | Kruppel-like factor 13

3325 F930015N05Rik ENSMUST00000177999.1 |RIKEN cDNA F930015N05 gene

3326 Tppl ENSMUSTO00000033184.4 |tripeptidyl peptidase I

3327 MIkl ENSMUST00000056157.8 |mixed lineage kinase domain-like

3328 Mapk1 ENSMUST00000069107.8 |mitogen-activated protein kinase 1

3329 Pcdhb? ENSMUST00000053037.3 | protocadherin beta 7

3330 Col6a2 ENSMUSTO00000001181.7 |collagen, type VI, alpha 2

3331 Retsat ENSMUSTO00000070597.7 |retinol saturase (all trans retinol 13,14 reductase)

3332 Rab29 ENSMUST00000027693.7 |RAB29, member RAS oncogene family

3333 Cacnalc ENSMUST00000186889. 1 cal;:iur: channel, voltage-dependent, L type, alpha 1C
subuni

3334 Ccrd ENSMUST00000054414.3 | chemokine (C-C motif) receptor 4
ADP-ribosylation factor guanine nucleotide-exchange

3335 Arfgef2 ENSMUST00000099078.4 factor 2 (brefeldin A-inhibited)

3336 Bhlha9 ENSMUST00000056184.1 |basic helix-loop-helix family, member a9

3337 Pon3 ENSMUSTO00000031773.3 |paraoxonase 3

3338 Smim20 ENSMUST00000121042.2 |small integral membrane protein 20

3339 Rnfl1 ENSMUST00000030284.4 |ring finger protein 11

3340 Gelm ENSMUST00000029769.8 | glutamate-cysteine ligase, modifier subunit

3341 Itgb3bp ENSMUST00000146258.1 |integrin beta 3 binding protein (beta3-endonexin)

3342 Rps20 ENSMUSTO00000138502.1 |ribosomal protein S20

3343[ 5430435G22Rik ENSMUST00000064679.3 | RIKEN cDNA 5430435G22 gene

3344 Tomm?22 ENSMUSTO00000023062.3 translocase of outer mitochondrial membrane 22
homolog (yeast)

3345 Mphosph6 ENSMUST00000034303.1 |M phase phosphoprotein 6

3346 Ddx19b ENSMUST00000040241.9 | DEAD (Asp-Glu-Ala-Asp) box polypeptide 19b

3347 Trp53bpl ENSMUSTO00000110647.2 |transformation related protein 53 binding protein 1

3348 Mipl17 ENSMUST00000124482.1 |mitochondrial ribosomal protein L17

3349 Asb3 ENSMUST00000020551.7 ]ankyrin repeat and SOCS box-containing 3

3350 Snx10 ENSMUSTO00000049152.9 |sorting nexin 10

3351 TIr8 ENSMUST00000112170.1 |toll-like receptor 8

3352 Xki8 ENSMUST00000045550.4 X Kell blood group precursor related family member 8
homolog

3353 Agpat5 ENSMUST00000149565.2 | --2¢y!glycerol-3-phosphate O-acyltransferase 5
(lysophosphatidic acid acyltransferase, epsilon)

3354 Myll ENSMUST00000120415.2 |myosin, light polypeptide 1

3355 Slcl0ad ENSMUST00000031127.7 solu.te carrier family 10 (sodium/bile acid cotransporter
family), member 4

3356 Zfp874b ENSMUSTO00000019572.7 |zinc finger protein 874b

3357 Fopnl ENSMUST00000120707.1 |Fgfrlop N-terminal like




3358 Cul4a ENSMUST00000016680.8 | cullin 4A

3359 Tyms ENSMUST00000026846.6 |thymidylate synthase

3360 Ginl ENSMUSTO00000027571.7 | gypsy retrotransposon integrase 1

3361 Pcolce2 ENSMUST00000015498.8 |procollagen C-endopeptidase enhancer 2

3362 Gjcl ENSMUST00000068933.6 | gap junction protein, gamma 1

3363 Tpo ENSMUST00000021005.9 |thyroid peroxidase

3364 Gprl71 ENSMUST00000085040.4 |G protein-coupled receptor 171

3365 Psma2 ENSMUST00000170836.2 Iz)roteasome (prosome, macropain) subunit, alpha type

3366 TafR ENSMUST00000067103.2 TAF8 RNA .polymerase II, TATA box binding protein
(TBP)-associated factorq

3367 Cdca2 ENSMUST00000150006.3 |cell division cycle associated 2

3368 Polr3g ENSMUST00000048993.6 |polymerase (RNA) III (DNA directed) polypeptide G

3369 Hoxb9 ENSMUST00000000010.8 |homeobox B9

3370 Pcyox1 ENSMUST00000032065.9 |prenylcysteine oxidase 1

3371] 1700011H14Rik ENSMUST00000022398.8 |RIKEN cDNA 1700011H14 gene

3372 Hsd17bl ENSMUST00000019445.5 |hydroxysteroid (17-beta) dehydrogenase 1

3373 Otud1 ENSMUST00000052168.5 |OTU domain containing 1

3374 Plin4 ENSMUST00000190703.1 |perilipin 4

3375 Rps4l ENSMUST00000071745.3  |ribosomal protein S4-like

3376 Nglyl ENSMUST00000022310.6 |N-glycanase 1

3377 Sh2d1b2 ENSMUST00000179976.1 |SH2 domain protein 1B2

3378 Adrb2 ENSMUST00000053640.3 ]adrenergic receptor, beta 2

3379 Vik2 ENSMUST00000109504.2 | vaccinia related kinase 2

3380 Mipl3 ENSMUSTO00000035177.9 |mitochondrial ribosomal protein L3

3381 Cytip ENSMUST00000028175.6 |cytohesin 1 interacting protein

3382 Betl ENSMUST00000049166.4 | blocked early in transport 1 homolog (S. cerevisiae)

3383 Prkd2 ENSMUST00000168093.3 |protein kinase D2

3384 Gsttl ENSMUSTO00000001713.4 | glutathione S-transferase, theta 1

3385 ZHp873 ENSMUSTO00000105313.1 |zinc finger protein 873

3386 St3gal2 ENSMUST00000034197.4 | ST3 beta-galactoside alpha-2,3-sialyltransferase 2

3387 Xdh ENSMUST00000024866.4 | xanthine dehydrogenase

3388 Krecl ENSMUST00000168700.2 |lysine-rich coiled-coil 1

3389 Ccr6 ENSMUST00000164411.3 | chemokine (C-C motif) receptor 6

3390 S1c39al0 ENSMUSTO00000027131.5 |solute carrier family 39 (zinc transporter), member 10

3391 Tubb2b ENSMUST00000075774.3  |tubulin, beta 2B class 1B

3392 Clpb ENSMUST00000001884.8 | ClpB caseinolytic peptidase B

3393 Ap5z1 ENSMUST00000038699.8 |adaptor-related protein complex 5, zeta 1 subunit

3394 Exd2 ENSMUSTO00000038185.8 | exonuclease 3'-5' domain containing 2

3395 Flrtl ENSMUSTO00000113383.2 | fibronectin leucine rich transmembrane protein 1

3396 Daam?2 ENSMUST00000057610.6 |dishevelled associated activator of morphogenesis 2

3397 Plekhfl ENSMUSTO00000098513 4 ple.ckstrin homology domain containing, family F
(with FYVE domain) member 1

3398 Cyp2d37-ps ENSMUSTO00000100380 3 cytochrome P450, family 2, subfamily d, polypeptide
37, pseudogene

3399 Uty ENSMUST00000143286.2 ubiquitously transcribed tetratricopeptide repeat gene,
Y chromosome

3400 Zfml ENSMUSTO00000032088.8 |zinc finger, matrin-like

3401 Fbxol6 ENSMUST00000169656.1 | F-box protein 16

3402 Asfla ENSMUST00000020004.6 |anti-silencing function 1A histone chaperone

3403 Thocl ENSMUST00000025137.7 | THO complex 1




serine (or cysteine) peptidase inhibitor, clade C

3404 Serpincl ENSMUST00000064725.5 . .
(antithrombin), member 1
3405 Cdc3711 ENSMUST00000050148.3 |cell division cycle 37-like 1
3406 Ndufad ENSMUST00000031637.5 | ADPH dehydrogenase (ubiquinone) 1 alpha
subcomplex, 4
3407 Cacng8 ENSMUST00000182222.2 ) .
calcium channel, voltage-dependent, gamma subunit 8
3408 Slc22a22 ENSMUST00000022995.7 solute carrier family 22 (organic cation transporter),
member 22
3409 Nuprll ENSMUSTO00000178355.1 |nuclear protein transcriptional regulator 1 like
3410 Mboat2 ENSMUSTO00000110942.4 rznembrane bound O-acyltransferase domain containing
3411 Ophnl ENSMUST00000033560.3 |oligophrenin 1
3412 Ccedc71 ENSMUST00000061209.5 | coiled-coil domain containing 71
3413 Abcd2 ENSMUST00000069511.6
© ATP-binding cassette, sub-family D (ALD), member 2
3414 Depdc5 ENSMUST00000087897.5 |DEP domain containing 5
3415 Helz ENSMUST00000106746.2 |helicase with zinc finger domain
3416 Snrmp35 ENSMUST00000031349.8 |small nuclear ribonucleoprotein 35 (U11/U12)
3417 Vapb ENSMUST00000067530.4 Ves1c¥e-assoc1ated membrane protein, associated
protein B and C
3418 Maml3 ENSMUST00000121440.2 |mastermind like 3 (Drosophila)
3419 Slel7a2 ENSMUSTO00000006786.5 ;olute carrier family 17 (sodium phosphate), member
3420 Pdedc ENSMUST00000034307.8  |phosphodiesterase 4C, cAMP specific
3421 Card6 ENSMUSTO00000118365.2 |caspase recruitment domain family, member 6
3422 Samm50 ENSMUST00000023071.6 | S°rting and assembly machinery component 50
homolog (S. cerevisiae)
3423 Tsc22d2 ENSMUST00000099090.2 | TSC22 domain family, member 2
3424 Epha7 ENSMUST00000029964.6 | Eph receptor A7
3425 Plcll ENSMUST00000042986.9 | phospholipase C-like 1
3426 Cyp2i9 ENSMUST00000055693.8 ;ytochrome P450, family 2, subfamily j, polypeptide
3427 Cdkn2b ENSMUST00000097981 4 cCylgllgz)dependent kinase inhibitor 2B (p15, inhibits
3428 790 ENSMUST00000034382.7 |zinc finger protein 90
3429 Zp2 ENSMUST00000109129.2 |zinc finger protein 2
3430 Prpf38a ENSMUST00000079213.5  |F RP38 pre-mRNA processing factor 38 (yeast)
domain containing A
3431 Ttc39a ENSMUSTO00000064129.8 |tetratricopeptide repeat domain 39A
3432 Ccdcl3 ENSMUSTO00000135986.3 | coiled-coil domain containing 13
3433 Edfl ENSMUST00000015236.3 |endothelial differentiation-related factor 1
3434 Pmfl ENSMUST00000056370.7 |polyamine-modulated factor 1
3435 Rps3al ENSMUST00000029722.6 [ribosomal protein S3Al
3436 730 ENSMUST00000032803.6 |zinc finger protein 30
3437 Nrg2 ENSMUST00000115713.2  [neuregulin 2
3438 Sf3b3 ENSMUST00000042012.5 |splicing factor 3b, subunit 3
3439 Heatr2 ENSMUST00000026975.6 |HEAT repeat containing 2
3440 Ppplr7 ENSMUST00000027494.5
PP protein phosphatase 1, regulatory (inhibitor) subunit 7
3441 Itgbl1 ENSMUST00000049681.8 |integrin, beta-like 1
3442 Ahdcl ENSMUST00000105916.2 | AT hook, DNA binding motif, containing 1




3443 Ccdcl27 ENSMUST00000022063.8 | coiled-coil domain containing 127

3444 Pgm3 ENSMUST00000070064.5 | phosphoglucomutase 3

3445 Smim19 ENSMUST00000033935.9 |small integral membrane protein 19

3446 Tmem?261 ENSMUSTO00000030103.8 |transmembrane protein 261

3447 Wdr86 ENSMUST00000068693.6 | WD repeat domain 86

3448 Cpxm?2 ENSMUST00000033149.4 | carboxypeptidase X 2 (M14 family)

3449 Serpinb9b ENSMUST00000006392.2 serine (or cysteine) peptidase inhibitor, clade B,
member 9b

3450 Eifde ENSMUST00000029803.7 |eukaryotic translation initiation factor 4E

3451 Spns3 ENSMUST00000092940.7 |spinster homolog 3

3452 Fam65b ENSMUSTO00000110383.2 | family with sequence similarity 65, member B

3453 Ndufaf4 ENSMUST00000029925.4 | VADH dehydrogenase (ubiquinone) 1 alpha
subcomplex, assembly factor 4

3454 Cdk8 ENSMUST00000031640.9 |cyclin-dependent kinase 8

3455 Lingo2 ENSMUST00000164772.2 |leucine rich repeat and Ig domain containing 2

3456 Ahsa2 ENSMUST00000109539.2 | AHAI, activator of heat shock protein ATPase 2

3457 Slc22a23 ENSMUST00000040336.6 |solute carrier family 22, member 23

3458 Mnat1 ENSMUST00000021523.6 |menage a trois 1

3459 Cds3 ENSMUST00000038845.8 | CD53 antigen

3460 Lsgl ENSMUST00000117363.3 |large subunit GTPase 1 homolog (S. cerevisiac)

3461 Cisd2 ENSMUST00000029815.7 |CDGSH iron sulfur domain 2

3462 Ski ENSMUSTO00000084103.4 |ski sarcoma viral oncogene homolog (avian)

3463 Hint3 ENSMUSTO00000161074.2 |histidine triad nucleotide binding protein 3

3464 TxIna ENSMUST00000046425.10 |taxilin alpha

3465 Nipal3 ENSMUST00000102549.4 |NIPA-like domain containing 3

3466 Resdl ENSMUST00000040357.9 |RCSD domain containing 1

3467 Cdca7l ENSMUST00000021592.10 |cell division cycle associated 7 like

3468 Plbd2 ENSMUSTO00000031597.6 |phospholipase B domain containing 2

3469 Cox20 ENSMUST00000027781.6 |COX20 Cox2 chaperone

3470 Zmynd8 ENSMUST00000109262.2 |zinc finger, MYND-type containing 8

3471 2773 ENSMUST00000106100.3 | zinc finger, ZZ domain containing 3

3472 Pwp2 ENSMUST00000042556.9 |PWP?2 periodic tryptophan protein homolog (yeast)

3473 Lipl2 ENSMUST00000022916.6 |low density lipoprotein-related protein 12

3474 Serpinal ENSMUST00000044231 6 serinc? (or cysteine) p'eptida'lse inhibitor, clade A (alpha-
1 antiproteinase, antitrypsin), member 10

3475 Igsts ENSMUSTO00000113794.2 |immunoglobulin superfamily, member 5

3476 Mbd2 ENSMUST00000074058.5  |methyl-CpG binding domain protein 2

3477 Fbx025 ENSMUST00000043520.3 | F-box protein 25

3478 Runx3 ENSMUSTO00000056977.8 |runt related transcription factor 3

3479 Plekho? ENSMUST00000068944. 7 pleckstrin homology domain containing, family O
member 2

3480 FastkdS ENSMUST00000110262.1 |FAST kinase domains 5

3481 Me2 ENSMUST00000025439.3  |malic enzyme 2, NAD(+)-dependent, mitochondrial

3482 Mfsd3 ENSMUST00000019224.7 |major facilitator superfamily domain containing 3

3483 Ormdl12 ENSMUST00000026409.3 |ORM1-like 2 (S. cerevisiae)

3484 Zp128 ENSMUST00000144578.1 |zinc finger protein 128

3485 Sfrl ENSMUST00000099353.4 | SWI5 dependent recombination repair 1

3486 1700049G17Rik ENSMUST00000098639.3 | RIKEN cDNA 1700049G17 gene

3487 Ritl ENSMUST00000029692.9  |Ras-like without CAAX 1

3488 CTNNDI ENSMUST00000189772.1 | Catenin delta-1

3489 Mfsd7b ENSMUST00000085635.4 |major facilitator superfamily domain containing 7B

3490 Gfinl ENSMUST00000077271.7 |G elongation factor, mitochondrial 1




3491 Tex2 ENSMUST00000042780.8 |testis expressed gene 2

3492 Hnmpll ENSMUSTO00000184635.2 |heterogeneous nuclear ribonucleoprotein L-like

3493 7599 ENSMUSTO00000086281.4 |zinc finger protein 599

3494 Ctnndl ENSMUSTO00000111696.2 |catenin (cadherin associated protein), delta 1

3495 Vmpl ENSMUSTO00000018315.4 ]| vacuole membrane protein 1

3496 Nucb2 ENSMUST00000032895.9 | nucleobindin 2

3497 Fap ENSMUST00000102732.4 | fibroblast activation protein

3498 Extl ENSMUSTO00000077273.3 |exostoses (multiple) 1

3499 Gdf3 ENSMUST00000032211.4 | growth differentiation factor 3

3500 Daglb ENSMUST00000045593.9 |diacylglycerol lipase, beta

3501 Mbl2 ENSMUST00000025797.5 |mannose-binding lectin (protein C) 2

3502 Dicerl ENSMUST00000041987.6 |dicer 1, ribonuclease type 111

3503 Exdl ENSMUST00000060009.3 |exonuclease 3'-5' domain containing 1

3504 Srcinl ENSMUST00000107596.3 | SRC kinase signaling inhibitor 1

3505 AU022252 ENSMUSTO00000141112.1 |expressed sequence AU022252

3506 Psd4 ENSMUST00000102942.2 | pleckstrin and Sec7 domain containing 4

3507 Prkra ENSMUSTO00000002808. 6 protein kinase, intel.'feron inducible double stranded
RNA dependent activator

3508 Surf4 ENSMUST00000015011.4 |surfeit gene 4

3509 Eem? ENSMUST00000051504.7 exFracellular m.atrix protein 2, female organ and
adipocyte specific

3510 Them7 ENSMUSTO00000068813.2 |thioesterase superfamily member 7

3511 Cdc42ep2 ENSMUST00000055458.4 |CDC42 effector protein (Rho GTPase binding) 2

3512 Z{p623 ENSMUST00000037260.6 |zinc finger protein 623

3513 Nupl53 ENSMUST00000021803.9 | nucleoporin 153

3514 Tnfrsfl 12 ENSMUST00000027559.7 tlulrzor necrosis factor receptor superfamily, member

3515 Ldhb ENSMUST00000032373.6 |lactate dehydrogenase B

3516 Sod3 ENSMUSTO00000101208.4 |superoxide dismutase 3, extracellular

3517 Prep ENSMUSTO00000099858.2  |prolyl endopeptidase

3518 Ppp2ca ENSMUST00000020608.2 proteirll phosphatase 2 (formerly 2A), catalytic subunit,
alpha isoform

3519 Fbx122 ENSMUST00000056890.8 |F-box and leucine-rich repeat protein 22

3520 Erlecl ENSMUST00000073192.8 |endoplasmic reticulum lectin 1

3521 Birco ENSMUSTO00000180037.2 |baculoviral IAP repeat-containing 6

3522 Trdn ENSMUST00000095762.4 |triadin

3523 Psenl ENSMUST00000101225.1 | presenilin 1

3524 Rnaseh2b ENSMUST00000022499.7 |ribonuclease H2, subunit B

3525 Ttn ENSMUST00000099980.4  |titin

3526 Csip2bp ENSMUST00000028911.9 |cysteine and glycine-rich protein 2 binding protein

3527 Itgblbpl ENSMUST00000076260.5 |integrin beta 1 binding protein |

3528 Nomol ENSMUST00000033121.6 |nodal modulator 1

3529 Abed3 ENSMUST00000029770.5 ATP-binding cassette, sub-family D (ALD), member 3

3530 9130230L23Rik ENSMUST00000067737.6 |RIKEN cDNA 9130230123 gene

3531 Scg3 ENSMUST00000034699.6 |secretogranin 111

3532 Hoxb4 ENSMUST00000049241.8 | homeobox B4

3533 Rps3 ENSMUST00000032998.7 |ribosomal protein S3

3534 Acadsb ENSMUST00000015829.8 acyl-Coenzyme A dehydrogenase, short/branched chain

3535 Atxnl0 ENSMUST00000163242.1 |ataxin 10

3536 Pofutl ENSMUSTO00000049863.6 |protein O-fucosyltransferase 1




3537 Rrpl2 ENSMUST00000038677.3 ) . .
ribosomal RNA processing 12 homolog (S. cerevisiae)

3538 Msi2 ENSMUST00000107909.2 |musashi RNA-binding protein 2

3539 Qit3 ENSMUST00000009798.4 | oncoprotein induced transcript 3

3540 Phactr3 ENSMUSTO00000108917.2 |phosphatase and actin regulator 3

3541 Ccdcl135 ENSMUSTO00000058479.6 |coiled-coil domain containing 135

3542 Hddc2 ENSMUST00000000304.7 |HD domain containing 2

3543 Tmod2 ENSMUST00000064433.4 | tropomodulin 2

3544 Fam50a ENSMUST00000114160.1 | family with sequence similarity 50, member A

3545 Ccs ENSMUSTO00000037246.5 |copper chaperone for superoxide dismutase

3546 Prpf38b ENSMUST00000029480.8 || RP38 pre-mRNA processing factor 38 (yeast)
domain containing B

3547 1115 ENSMUST00000034148.6 |interleukin 15

3548 Tpp2 ENSMUSTO00000188313.1 | tripeptidyl peptidase II

3549 Maml2 ENSMUSTO00000177755.1 |mastermind like 2 (Drosophila)

3550 Efcab2 ENSMUST00000027775.7 |EF-hand calcium binding domain 2

3551 1117ra ENSMUST00000002976.3 |interleukin 17 receptor A

3552 Dnajcl ENSMUST00000166495.2 |DnaJ (Hsp40) homolog, subfamily C, member 1

3553 Nanp ENSMUST00000066640.4 | N-acetylneuraminic acid phosphatase

3554 Ube2e3 ENSMUST00000028398.8 | ubiquitin-conjugating enzyme E2E 3

3555 Fzd8 ENSMUST00000041080.5 |frizzled homolog 8 (Drosophila)

3556 Pklr ENSMUSTO00000107482.4 |pyruvate kinase liver and red blood cell

3557 Pelo ENSMUST00000109226.3 |pelota homolog (Drosophila)

3558 Eptl ENSMUST00000145167.2 etharllolaminephosphotransferase 1 (CDP-ethanolamine-
specific)

3559 Hkl ENSMUST00000099691.5 | hexokinase 1

3560 Neurl1b ENSMUST00000053020.7 |neuralized homolog 1b (Drosophila)

3561 5830415F09Rik ENSMUST00000030015.5 |RIKEN cDNA 5830415F09 gene

3562 Tspanl5 ENSMUSTO00000047883.9 |tetraspanin 15

3563 Mril ENSMUST00000126435.2 methyl.thioribose—l-phosphate isomerase homolog (S.
cerevisiae)

3564 Duspl 1 ENSMUST00000032071.9 fiual sp.eciﬁcity phosphatase 11 (RNA/RNP complex 14
interacting)

3565 Taf3 ENSMUSTO00000026888. 5 TAF3 RNA .polymerase II, TATA box binding protein
(TBP)-associated factor

3566 Medag ENSMUSTO00000093110.6 |mesenteric estrogen dependent adipogenesis

3567 Sin3a ENSMUSTO00000167715.2 |transcriptional regulator, SIN3A (yeast)

3568 Lrrcl4b ENSMUST00000022064.4 |leucine rich repeat containing 14B

3569 Nfe2l1 ENSMUST00000169828.2 | nuclear factor, erythroid derived 2,-like 1

3570 Deunlds ENSMUST00000034499 8 DCN'I,.defective in cu}l?n neddylation 1, domain
containing 5 (S. cerevisiae)

3571 Snrpf ENSMUST00000020203.6 |small nuclear ribonucleoprotein polypeptide F

3572 lars ENSMUST00000165316.2 |isoleucine-tRNA synthetase

3573 Fastkdl ENSMUST00000073152.7 |FAST kinase domains |

3574 Arhgap24 ENSMUST00000073302.6 |Rho GTPase activating protein 24

3575 Tax1bpl ENSMUST00000080723.5 Tax1 '(human T cell leukemia virus type I) binding
protein |

3576 Myo5a ENSMUSTO00000123128.2 |myosin VA

3577 Mrps26 ENSMUST00000145614.1 |mitochondrial ribosomal protein S26

3578 Pycard ENSMUST00000033056.3 |PYD and CARD domain containing

3579 Tancl ENSMUST00000037526.5 tetratricopeptide repeat, ankyrin repeat and coiled-coil

containing 1




3580 Gm3043 ENSMUST00000170639.1 |predicted gene 3043

3581 Sgstm1 ENSMUSTO00000015981.6 |sequestosome 1

3582 Btre ENSMUST00000065601.6 |beta-transducin repeat containing protein

3583 Psmb5 ENSMUST00000022803.4 ) .
proteasome (prosome, macropain) subunit, beta type 5

3584 Orc4 ENSMUST00000028098.5 |origin recognition complex, subunit 4

3585 Ndufs4 ENSMUST00000022286.6 |NADH dehydrogenase (ubiquinone) Fe-S protein 4

3586 Scaf8 ENSMUST00000076734.6 | SR-related CTD-associated factor 8

3587 Mdfic ENSMUST00000189359.1 |MyoD family inhibitor domain containing

3588 AridSa ENSMUST00000137906.1 | AT rich interactive domain SA (MRF 1-like)

3589 Dennd2a ENSMUST00000036877.4 | DENN/MADD domain containing 2A

3590 Pgm5 ENSMUST00000047666.4 | phosphoglucomutase 5

3591 Emcn ENSMUST00000122064.2 |endomucin

3592 Fam227a ENSMUST00000109648.3 | family with sequence similarity 227, member A

3593 Ebpl ENSMUST00000022494.8 | emopamil binding protein-like

3594 C87436 ENSMUST00000050497.8 |expressed sequence C87436

3595 Pletl ENSMUSTO00000114474.2 |placenta expressed transcript |

3596 Nrfl ENSMUSTO00000115212.2 |nuclear respiratory factor 1

3597 Kenn3 ENSMUST00000000811.7 pot.assium intermediate/ sn.lall conductance calcium-
activated channel, subfamily N, member 3

3598 Tmem44 ENSMUST00000140402.2 |transmembrane protein 44

3599 Gea? ENSMUST00000033160.9 g.olg% associatfsd, gamma adaptin ear containing, ARF
binding protein 2

3600 Mob3b ENSMUST00000102975.4 |MOB kinase activator 3B

3601 Stx7 ENSMUST00000020174.5 | syntaxin 7

3602 Gbp5 ENSMUST00000029936.4 | guanylate binding protein 5

3603 Rbms?2 ENSMUST00000099139.2 RNA. binding motif, single stranded interacting
protein 2

3604 Zp609 ENSMUSTO00000159109.1 |zinc finger protein 609

3605 Anxa6 ENSMUST00000108883.4 | annexin A6

3606 Cenpf ENSMUST00000171929.2 | centromere protein F

3607 Mageal ENSMUST00000078193.4 |melanoma antigen, family A, 1

3608 Faml6la ENSMUST00000109557.3 | family with sequence similarity 161, member A

3609 Cyp2b10 ENSMUST00000072438.7 clz}(f)tochrome P450, family 2, subfamily b, polypeptide

3610 D10Wsul02e ENSMUST00000020488.7 DNA segment, Chr 10, Wayne State University 102,
expressed

3611 Chmp5 ENSMUSTO00000030128.5 |charged multivesicular body protein 5

3612 Pik3r6 ENSMUSTO00000102613.2 |phosphoinositide-3-kinase, regulatory subunit 6

3613 S1c35b4 ENSMUSTO00000019143.8 |solute carrier family 35, member B4

3614 Alpk1 ENSMUST00000029662.6 |alpha-kinase 1

3615 C8b ENSMUST00000031663.4 |complement component 8, beta polypeptide

3616 Adcy8 ENSMUST00000023007.5 |adenylate cyclase 8

3617 Kidins220 ENSMUST00000066652.5 |kinase D-interacting substrate 220

3618 Emx2 ENSMUST00000062216.3 |empty spiracles homeobox 2

3619 Naa35 ENSMUST00000022038.8 | N(alpha)-acetyltransferase 35, NatC auxiliary subunit

3620 Wdr77 ENSMUST00000010278.6 | WD repeat domain 77

3621 Zc3hl14 ENSMUSTO00000110105.3 |zinc finger CCCH type containing 14

3622 Ces3b ENSMUST00000093221.7 |carboxylesterase 3B

3623 Claspl ENSMUSTO00000188710.1 |CLIP associating protein 1

3624 Saall ENSMUST00000143082.1 |serum amyloid A-like 1

3625 Nme2 ENSMUST00000021217.5 |NME/NM23 nucleoside diphosphate kinase 2




potassium channel tetramerisation domain containing

3626 Ketd1 ENSMUST00000168989.2 ]

3627 Atgl2 ENSMUSTO00000035648.4 | autophagy related 12

3628 Gcoml ENSMUSTO00000166843.2 |GRINLI1A complex locus

3629 Tars ENSMUST00000022849.5 |threonyl-tRNA synthetase

3630 Plekhg2 ENSMUSTO00000094644. 5 ple.ckstrin homolog}.l domain containing, family G
(with RhoGef domain) member 2

3631 Acp2 ENSMUST00000002172.8 ]acid phosphatase 2, lysosomal

3632 Polr2m ENSMUST00000034720.6 |polymerase (RNA) II (DNA directed) polypeptide M

3633 Pppl136 ENSMUSTO00000063977.7 |protein phosphatase 1, regulatory subunit 36

3634 Ubr5 ENSMUSTO00000110336.2 |ubiquitin protein ligase E3 component n-recognin 5

3635 Whscrl7 ENSMUSTO00000086023.6 Williams-Beuren syndrome chromosome region 17
homolog (human)

3636 Esmp2 ENSMUST00000115979.3 |epithelial splicing regulatory protein 2

3637 Cdo3 ENSMUST00000099269.3 | CD93 antigen

3638 Taz ENSMUST00000124200.2 |tafazzin

3639 Nop9 ENSMUST00000019441.8 |NOP9 nucleolar protein

3640 Zp318 ENSMUSTO00000113481.2 |zinc finger protein 318

3641 Ming ENSMUST00000018313.5 | MF NG O-fucosylpeptide 3-beta-N-
acetylglucosaminyltransferase

3642 Lect2 ENSMUST00000062806.4 |leukocyte cell-derived chemotaxin 2

3643 Cdh10 ENSMUST00000166873.3 | cadherin 10

3644 Ints7 ENSMUST00000045450.5 |integrator complex subunit 7

3645 Nupl55 ENSMUSTO00000163765.1 |nucleoporin 155

3646 Dusp7 ENSMUST00000172306.2 | dual specificity phosphatase 7

3647 Upklb ENSMUST00000057767.4 |uroplakin 1B

3648 Nelfe ENSMUSTO00000165953.2 |negative elongation factor complex member E, Rdbp

3649 Eml6 ENSMUST00000058902.5 |echinoderm microtubule associated protein like 6

3650 Smc3 ENSMUST00000025930.9 |structural maintenance of chromosomes 3

3651 Poled ENSMUST00000095786.5 |polymerase (DNA-directed), epsilon 4 (p12 subunit)

3652 Gecel ENSMUST00000090511.3 | golgi coiled coil 1

3653 Tmc6 ENSMUST00000026659.4 |transmembrane channel-like gene family 6

3654 Lgals3bp ENSMUSTO00000043722.4 |lectin, galactoside-binding, soluble, 3 binding protein

3655 Skal ENSMUST00000040188.9 |spindle and kinetochore associated complex subunit 1

3656 Nxpe3 ENSMUSTO00000099705.3 neurexophilin and PC-esterase domain family,
member 3

3657 Nkx2-5 ENSMUST00000015723.4 |NK2 homeobox 5

3658 Atg2b ENSMUST00000041055.7 ] autophagy related 2B

3659 Cldn25 ENSMUST00000023426.6 | claudin 25

3660 Katnbl1 ENSMUST00000028552.3 |katanin p80 subunit B like 1

3661 Irx2 ENSMUST00000074372.5 |Iroquois related homeobox 2 (Drosophila)

3662 Bcllla ENSMUST00000109516.2 |B cell CLL/lymphoma 11A (zinc finger protein)

3663 Thap3 ENSMUST00000036680.2 THAP domain containing, apoptosis associated
protein 3

3664 Ccl9 ENSMUST00000019266.5 |chemokine (C-C motif) ligand 9

3665 Zbtb21 ENSMUST00000113734.3 |zinc finger and BTB domain containing 21

3666 Mbd3 ENSMUST00000092295.4  |methyl-CpG binding domain protein 3

3667 Eeal ENSMUST00000053484.6 |early endosome antigen 1

3668 Hsd17b6 ENSMUST00000026462.6 | hydroxysteroid (17-beta) dehydrogenase 6

3669 Traf7 ENSMUST00000176652.2 | TNF receptor-associated factor 7

3670 Slcsal ENSMUST00000163680.3 solute carrier family 8 (sodium/calcium exchanger),

member 1




missing oocyte, meiosis regulator, homolog

3671 Mios ENSMUST00000040017.7 i
(Drosophila)

3672 Echdcl ENSMUST00000020034.4 |enoyl Coenzyme A hydratase domain containing 1

3673 Pddcl ENSMUSTO00000106008.1 |Parkinson disease 7 domain containing 1

3674 Gspt?2 ENSMUST00000096368.3 |Gl to S phase transition 2

3675 Manbal ENSMUSTO00000081202.5 |mannosidase, beta A, lysosomal-like

3676 Cip ENSMUST00000038495.3 | C-reactive protein, pentraxin-related

3677 Senp6 ENSMUST00000037484.9 | SUMO/sentrin specific peptidase 6

3678 Tnfaip3 ENSMUSTO00000019997.5 |tumor necrosis factor, alpha-induced protein 3

3679 Lctl ENSMUST00000034969.8 | lactase-like

3680 Dennd6b ENSMUST00000078953.7 | DENN/MADD domain containing 6B

3681 Hnmpr ENSMUST00000148843.4 | heterogeneous nuclear ribonucleoprotein R

3682 Srfbpl ENSMUST00000025406.7 |serum response factor binding protein 1

3683 Tkbkap ENSMUST00000030140,2 | hibitor of kappa light polypeptide enhancer in B
cells, kinase complex-associated protein

3684 Rpp30 ENSMUST00000025714.7 |ribonuclease P/MRP 30 subunit

3685 Mips31 ENSMUST00000033934.3  |mitochondrial ribosomal protein S31

3686 Rabl3 ENSMUST00000107373.2 |RAB13, member RAS oncogene family

3687 Gas2l11 ENSMUST00000056649.7 | growth arrest-specific 2 like 1

3688 Pygb ENSMUST00000045441.7 |brain glycogen phosphorylase

3689 Gm20390 ENSMUST00000170303.1 |predicted gene 20390

3690 Commd8 ENSMUST00000013693.6 |COMM domain containing 8

3691 Cdc23 ENSMUST00000133181.1 |CDC23 cell division cycle 23

3692 Fam174a ENSMUST00000059975.7 | family with sequence similarity 174, member A

3693 Hdlbp ENSMUSTO00000170883.2 |high density lipoprotein (HDL) binding protein

3694 Arhgap31 ENSMUST00000023487.4 |Rho GTPase activating protein 31

3695 Psipl ENSMUST00000030207.9 |PC4 and SFRS1 interacting protein 1

3696 Herc4 ENSMUST00000020258.8 |hect domain and RLD 4

3697 Mem4 ENSMUSTO00000023353 3 minichrolmiosome maintenance deficient 4 homolog
(S. cerevisiae)

3698 Epb4.114a ENSMUST00000025234.5 |erythrocyte protein band 4.1-like 4a

3699 Tbp ENSMUST00000162505.2 | TATA box binding protein

3700 Lstl ENSMUST00000097336.4 |leukocyte specific transcript 1

3701 Fbxwl17 ENSMUST00000046974.4 |F-box and WD-40 domain protein 17

3702 Naalad2 ENSMUSTO00000172171.2 | N-acetylated alpha-linked acidic dipeptidase 2

3703 Rad51d ENSMUST00000018985.9 |RADS51 homolog D

3704 Chehds ENSMUST00000035481.4 coiled-coil-helix-coiled-coil-helix domain containing 5

3705 Hmmr ENSMUST00000020579.8 | hyaluronan mediated motility receptor (RHAMM)

3706 2810021J22Rik ENSMUST00000073924.4 |RIKEN ¢cDNA 2810021J22 gene

3707 Tnfsf12Tnfsfl3 ENSMUSTO00000180587.2 | Tnfsfl2-Tnfsfl3 readthrough transcript

3708 Cnpy?2 ENSMUST00000026446.2 |canopy 2 homolog (zebrafish)

3709 Eogt ENSMUSTO00000113387.2 EGF domain-specific O-linked N-acetylglucosamine
(GlcNAC) transferase

3710 Klhdc7a ENSMUST00000105031.3 |kelch domain containing 7A

3711 Extl2 ENSMUST00000029575.6 |exostoses (multiple)-like 2

3712 2700060E02Rik ENSMUST00000022341.5 |RIKEN cDNA 2700060E02 gene

3713 Ulk4 ENSMUST00000171923.2  Junc-51-like kinase 4

3714 Al464131 ENSMUST00000054920.4 | expressed sequence Al464131

3715 Acot12 ENSMUST00000022120.4 ]acyl-CoA thioesterase 12

3716 Nop58 ENSMUST00000191142.1 |NOPS58 ribonucleoprotein

3717 Dnaaf2 ENSMUST00000021356.5 |dynein, axonemal assembly factor 2




3718 Z{p276 ENSMUST00000001092.9 | zinc finger protein (C2H2 type) 276

3719 Rab9 ENSMUST00000112091.3 |RAB9, member RAS oncogene family

3720 Mkl ENSMUSTO00000114823.2 |makorin, ring finger protein, 1

3721 Ccdc34 ENSMUST00000028580.6 |coiled-coil domain containing 34

3722 Med28 ENSMUSTO00000118833.1 |mediator complex subunit 28

3723 EO030030I06Rik ENSMUST00000069372.6 | RIKEN cDNA E030030106 gene

3724 Femlb ENSMUST00000034775.8 | feminization 1 homolog b (C. elegans)

3725 Ly6cl ENSMUSTO00000065408.10 |lymphocyte antigen 6 complex, locus C1

3726 K1hl12 ENSMUST00000027725.5 |kelch-like 12

3727 Mrpl32 ENSMUST00000015816.3 | mitochondrial ribosomal protein L32

3728 Rap2b ENSMUST00000049064.2 |RAP2B, member of RAS oncogene family

3729 Rnfl146 ENSMUSTO00000037548.5 |ring finger protein 146

3730 Tmem173 ENSMUSTO00000115728.3  |transmembrane protein 173

3731 Tnfsfl3 ENSMUST00000018896.8 tumor necrosis factor (ligand) superfamily, member 13

3732 Gm5113 ENSMUSTO00000085668.4 |predicted gene 5113

3733 Pikib2 ENSMUST00000066863.7 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2

3734 Ubb ENSMUST00000019649.3 | ubiquitin B

3735 Deunldl ENSMUST00000178098.2 DCN.l,.defective in cu.ll.in neddylation 1, domain
containing 1 (S. cerevisiae)

3736 Prl7a2 ENSMUSTO00000006660.5 |prolactin family 7, subfamily a, member 2

3737 Ttc30b ENSMUST00000099996.4 |tetratricopeptide repeat domain 30B

3738 9130019022Rik ENSMUST00000049052.3 | RIKEN cDNA 9130019022 gene

3739 Fga ENSMUST00000029630.9 | fibrinogen alpha chain

3740 Hiplr ENSMUST00000000939.9 | huntingtin interacting protein 1 related

3741 Atplb2 ENSMUSTO00000047889.7 | ATPase, Nat+/K+ transporting, beta 2 polypeptide

3742 Srpk2 ENSMUSTO00000088392.4 |serine/arginine-rich protein specific kinase 2

3743 Lmfl ENSMUST00000063344.9 |lipase maturation factor 1

3744 Cth ENSMUST00000066859.7 |complement component factor h

3745 Torla ENSMUST00000028200.8 |torsin family 1, member A (torsin A)

3746 Zscan21 ENSMUST00000110961.3 |zinc finger and SCAN domain containing 21

3747 SlcTad ENSMUST00000090165.4 solute carrier family 7 (cationic amino acid transporter,
y+ system), member 4

3748 Dok?2 ENSMUST00000022698.7 |docking protein 2

3749 Sdhe ENSMUSTO00000111336.4 succinate dehydrlogenase complex, subunit C, integral
membrane protein

3750 Ift52 ENSMUSTO00000018002.7 |intraflagellar transport 52

3751 Parp3 ENSMUSTO00000067218.8 |poly (ADP-ribose) polymerase family, member 3

3752 Hgsnat ENSMUSTO00000037609.6 |heparan-alpha-glucosaminide N-acetyltransferase

3753 Myoz3 ENSMUST00000056533.7 |myozenin 3

3754 Cyp2bo ENSMUSTO00000082214. 4 ;ytochrome P450, family 2, subfamily b, polypeptide

3755 Camkanl ENSMUSTO00000050918.3 ‘calc.iu.m/ calmodulin-dependent protein kinase II
inhibitor 1

3756 Tsku ENSMUST00000165257.2 | tsukushi

3757 Znrdlas ENSMUST00000040177.6 |Znrd] antisense

3758 Esyt2 ENSMUST00000100986.2 |extended synaptotagmin-like protein 2

3759 Nosip ENSMUST00000003513.4 |nitric oxide synthase interacting protein

3760 Arhgapl ENSMUSTO00000111329.2 |Rho GTPase activating protein 1

3761 Tnipl ENSMUSTO00000108889.4 | TNFAIP3 interacting protein 1




eukaryotic translation initiation factor 2, subunit 3,

3762 Eif2s3y ENSMUST00000091197.3 .
structural gene Y-linked

3763 Gabbrl ENSMUST00000025338.10 | gamma-aminobutyric acid (GABA) B receptor, 1

3764 Dpt ENSMUST00000027861.4 | dermatopontin

3765 Slca8 ENSMUST00000028129.7 solute carrier family 2, (facilitated glucose transporter),
member 8

3766 Otulin ENSMUST00000059662.7 |OTU deubiquitinase with linear linkage specificity

3767] 2210016F 16Rik ENSMUST00000022032.5 |RIKEN cDNA 2210016F 16 gene

3768 Aldhl6al ENSMUST00000007977.8 |aldehyde dehydrogenase 16 family, member Al

3769 Rgs5 ENSMUST00000027997.3 |regulator of G-protein signaling 5

3770 AU021092 ENSMUST00000050160.4 |expressed sequence AU021092

3771 Kif2a ENSMUST00000022204.10 |kinesin family member 2A

3772 Lmo4 ENSMUST00000120539.2 | LIM domain only 4

3773 Snx13 ENSMUSTO00000048519.10 |sorting nexin 13

3774 Adprh ENSMUST00000002923.8 | ADP-ribosylarginine hydrolase

3775 Denr ENSMUST00000023869.9 |density-regulated protein

3776 Cdc37 ENSMUST00000019615.9 | cell division cycle 37

3777 Zfp759 ENSMUST00000052716.7 |zinc finger protein 759

3778 Tmem212 ENSMUSTO00000058077.3  |transmembrane protein 212

3779 Rag?2 ENSMUST00000044031.3 |recombination activating gene 2

3780 Widcl ENSMUST00000024107.5 | WAP four-disulfide core domain 1

3781 Myole ENSMUST00000034745.7 |myosin IE

3782 C3arl ENSMUST00000042081.8 |complement component 3a receptor |

3783 Fucal ENSMUSTO00000030434.4 | fucosidase, alpha-L- 1, tissue

3784 Yipfl ENSMUST00000075693.6 | Yipl domain family, member 1

3785 Gm10638 ENSMUST00000098532.2 | predicted gene 10638

3786 Pold4 ENSMUST00000025773.3  |polymerase (DNA-directed), delta 4

3787 Ikbke ENSMUST00000062108.4 |inhibitor of kappaB kinase epsilon

3788 Csnk2a2 ENSMUST00000056919.7 |casein kinase 2, alpha prime polypeptide

3789 Nedddl ENSMUST00000163516.2 neural precursor Ct?ll expressed, developmentally down-
regulated gene 4-like

3790 Phf10 ENSMUST00000024657.6 |PHD finger protein 10

3791 Ccdc58 ENSMUSTO00000164916.2 |coiled-coil domain containing 58

3792 Mms19 ENSMUST00000171561.2 |MMS19 (MET18 S. cerevisiae)

3793 Cask ENSMUSTO000001 15438 4 calcium/calmoFiulin—dependent serine protein kinase
(MAGUK family)

3794 Saysdl ENSMUST00000059666.4 |SAYSVFN motif domain containing 1

3795 Msdadd ENSMUSTO00000025581 6 zngmbrane—spanning 4-domains, subfamily A, member

3796 Ceslc ENSMUSTO00000034189.9 |carboxylesterase 1C

3797 Pax8 ENSMUST00000153601.2 | paired box 8

3798 Lama3 ENSMUST00000092070.7 |laminin, alpha 3
a disintegrin-like and metallopeptidase (reprolysin

3799 Adamts5 ENSMUSTO00000023611.5  |type) with thrombospondin type 1 motif, 5
(aggrecanase-2)

3800 Bhmt ENSMUST00000099309.4 | betaine-homocysteine methyltransferase

3801 Cyp2el ENSMUST00000026552.7 clzytochrome P450, family 2, subfamily e, polypeptide

3802 Dik1 ENSMUST00000056110.9 |delta-like 1 homolog (Drosophila)

3803 Colecl2 ENSMUST00000040069.8 | collectin sub-family member 12

3804 Keng2 ENSMUST00000077962.7 potassium voltage-gated channel, subfamily G,

member 2




3805 Myl9 ENSMUSTO00000088552.6 |myosin, light polypeptide 9, regulatory

3806 Kdelcl ENSMUST00000065767.3 |KDEL (Lys-Asp-Glu-Leu) containing 1

3807 Mtmr9 ENSMUST00000058679.5 |myotubularin related protein 9

3808 Anxa4 ENSMUSTO00000113675.2 |annexin A4

3809 Hist2h3c2 ENSMUST00000167403.3 | histone cluster 2, H3c2

3810 Dgcrl4 ENSMUST00000003621.8 | DiGeorge syndrome critical region gene 14

3811 Apon ENSMUST00000060782.3 |apolipoprotein N

3812 Ipo7 ENSMUST00000084731.3  |importin 7

3813 Rmndl ENSMUST00000042251 5 requiTefi for meiotic nuclear division 1 homolog (S.
cerevisiae)

3814 Zmat2 ENSMUSTO00000001419.8 | zinc finger, matrin type 2

3815 Pyroxd2 ENSMUSTO00000076505.3 gyridine nucleotide-disulphide oxidoreductase domain

3816 Naga ENSMUST00000023088.7 |N-acetyl galactosaminidase, alpha

3817 Ictl ENSMUSTO00000153983.2 |immature colon carcinoma transcript 1

3818 Six4ip ENSMUST00000099311.3 |SLX4 interacting protein

3819 Zbtb9 ENSMUSTO00000120016.1 |zinc finger and BTB domain containing 9

3820 Atplad ENSMUSTO00000111243.1 | ATPase, Nat+/K+ transporting, alpha 4 polypeptide

3821 Cnih3 ENSMUST00000027795.8 |comichon homolog 3 (Drosophila)

3822 Ter5 ENSMUST00000055322.5 |immediate early response 5

3823 Bmprla ENSMUST00000165280.2 |bone morphogenetic protein receptor, type 1A

3824 Slc43al ENSMUSTO00000111625.1 |solute carrier family 43, member 1

3825 Hpd ENSMUST00000031398.8 |4-hydroxyphenylpyruvic acid dioxygenase

3826 Ralbpl ENSMUST00000166543.3 |ralA binding protein 1

3827 S1c929 ENSMUST00000033463.9 solute carrier family 9 (sodium/hydrogen exchanger),
member 9

3828 Donson ENSMUSTO00000117159.2 |downstream neighbor of SON

3829 Csad ENSMUSTO00000023805.1 |cysteine sulfinic acid decarboxylase

3830 Fatl ENSMUST00000191428.1 |FAT tumor suppressor homolog 1 (Drosophila)

3831 Hrspl2 ENSMUST00000022946.5 | heat-responsive protein 12

3832 Tspanl4 ENSMUST00000047652.5 |tetraspanin 14

3833 Rwdd3 ENSMUST00000170781.1 |RWD domain containing 3

3834 Akrlc6 ENSMUST00000021630.9 |aldo-keto reductase family 1, member C6

3835 Pm20d1 ENSMUST00000112393.3 | peptidase M20 domain containing 1

3836 Zfpl19a ENSMUST00000079642.7 |zinc finger protein 119a

3837 Chd7 ENSMUSTO00000051558.4 | chromodomain helicase DNA binding protein 7

3838 Skpla ENSMUST00000037324.6 | S-phase kinase-associated protein 1A

3839 2310057M21Rik ENSMUST00000059438.9 |RIKEN cDNA 2310057M21 gene

3840 Cypaf39 ENSMUSTO00000003413 6 ;};tochrome P450, family 4, subfamily f, polypeptide

3841 Hs3st6 ENSMUST00000044922.6 |heparan sulfate (glucosamine) 3-O-sulfotransferase 6

3842 Eif4cbp] ENSMUSTO00000033880.5 ;?gglotlic translation initiation factor 4E binding

3843 Hplbp3 ENSMUSTO00000105827.2 | heterochromatin protein 1, binding protein 3

3844 Tbeld30 ENSMUSTO00000064107.5 |TBC1 domain family, member 30

3845 Nt5m ENSMUST00000102695.3 |5',3'-nucleotidase, mitochondrial

3846 Atp6vlel ENSMUST00000019354.8 | ATPase, H+ transporting, lysosomal V1 subunit E1

3847 Asbl6 ENSMUST00000036467.4 | ankyrin repeat and SOCS box-containing 16

3848 Minl ENSMUST00000091257.5 | mitofusin 1

3849 Thumpd3 ENSMUST00000032398.9 | THUMP domain containing 3

3850 Aagab ENSMUST00000041551.7 |alpha- and gamma-adaptin binding protein

3851 Bcatl ENSMUST00000032402.6 | branched chain aminotransferase 1, cytosolic




3852 Olr630 ENSMUST00000106880.1 | olfactory receptor 630

3853 Polh ENSMUST00000024749.7 |polymerase (DNA directed), eta (RAD 30 related)

3854 Sept7 ENSMUSTO00000115272.3 |septin 7

3855 Sumo3 ENSMUST00000020501.9 |SMT?3 suppressor of mif two 3 homolog 3 (yeast)

3856 Lphn3 ENSMUST00000121707.2 |latrophilin 3

3857 Mbip ENSMUST00000021416.7 |MAP3KI12 binding inhibitory protein 1

3858 Lgmn ENSMUST00000110020.2 | legumain

. serine (or cysteine) peptidase inhibitor, clade A,

3859 Serpina3c ENSMUST00000085050.3
member 3C

3860 Copgl ENSMUST00000113607.4 |coatomer protein complex, subunit gamma 1

3861 Prorsdl ENSMUSTO00000133103.1 |prolyl-tRNA synthetase domain containing 1

3862 Hspa5 ENSMUST00000028222.7 |heat shock protein 5

3863 Ptp4a2 ENSMUST00000165853.1 |protein tyrosine phosphatase 4a2

3864 Syt10 ENSMUST00000029441.3  |synaptotagmin X

3865 Pspcl ENSMUST00000022507.6 | paraspeckle protein 1

3866 Chdl ENSMUST00000024620.6 | chromodomain helicase DNA binding protein 1

3867 Sdf4 ENSMUST00000050078.7 |stromal cell derived factor 4

3368 Mirs2 ENSMUST00000021772.2 MRS.2.magnesium homeostasis factor homolog (S.
cerevisiae)

3869 Erp44 ENSMUST00000030028.4 |endoplasmic reticulum protein 44

3870 Ripl5 ENSMUST00000001339.5 ribosomal RNA processing 15 homolog (S. cerevisiae)

3871 Sf3b4 ENSMUST00000076372.4 |splicing factor 3b, subunit 4

3872 Ankrd42 ENSMUSTO00000118157.2 ]ankyrin repeat domain 42

3873 Hcfc2 ENSMUST00000020478.8 | host cell factor C2

3874 Notum ENSMUSTO00000106177.2 |notum pectinacetylesterase homolog (Drosophila)

3875 Eif3e ENSMUST00000022960.2 |eukaryotic translation initiation factor 3, subunit E

3876 Ndufv2 ENSMUST00000143987.2 |NADH dehydrogenase (ubiquinone) flavoprotein 2

3877 S100a10 ENSMUST00000045756.8 |S100 calcium binding protein A10 (calpactin)

3878 Dysf ENSMUST00000113821.2 |dysferlin

3879 Zbtb3 ENSMUSTO00000172175.1 |zinc finger and BTB domain containing 3

3880 Traf4 ENSMUST00000017530.3 | TNF receptor associated factor 4

3881 Des ENSMUST00000027409.9 |desmin

3882 Ran ENSMUST00000031383.8 |RAN, member RAS oncogene family

3883 Exoc7 ENSMUST00000106411.4 ]exocyst complex component 7

3884 Fanl ENSMUST00000177443.2  |FANCD2/F ANCI-associated nuclease 1

3885 Psmdl ENSMUST00000027432.8 proteasome (prosome, macropain) 26S subunit, non-
ATPase, 1

3886 Sord ENSMUSTO00000110551.3 |sorbitol dehydrogenase

3887 Numbl ENSMUST00000079258.6  |numb-like

3888 Med6 ENSMUSTO00000161598.2 |mediator complex subunit 6

3889 Ptdssl ENSMUST00000021990.3 |phosphatidylserine synthase 1

3890 Lilras ENSMUST00000117550. 1 leu.kocyte immu.noglobulin—like receptor, subfamily A
(with TM domain), member 5

3891 Emcl10 ENSMUSTO00000118515.2 |ER membrane protein complex subunit 10

3892 Pcdh10 ENSMUSTO00000171554.2 | protocadherin 10

3893 Amz2 ENSMUST00000092500.5 ]archaelysin family metallopeptidase 2

3894 0610009L18Rik ENSMUST00000143813.1 |RIKEN cDNA 0610009L18 gene

3895 Pnisr ENSMUST00000098238.3 |PNN interacting serine/arginine-rich

3896 Afaplll ENSMUST00000120472.1 Jactin filament associated protein 1-like 1

3897 Mgst3 ENSMUST00000028005.2 |microsomal glutathione S-transferase 3




LanC (bacterial lantibiotic synthetase component C)-

3898 Lancl1 ENSMUST00000027149.6 like 1

3899 Smg7 ENSMUST00000073441 7 Smg-7 homolog, nonsense mediated mRNA decay
factor (C. elegans)

3900 Epn3 ENSMUST00000127305.1 |epsin 3

3901 Dtnb ENSMUST00000164578.3 | dystrobrevin, beta

3902 Tmem60 ENSMUSTO00000115259.2  |transmembrane protein 60

3903 Med23 ENSMUST00000092646.7 |mediator complex subunit 23

3904 Tmem176b ENSMUST00000166247.2 |transmembrane protein 176B

3905 Col3al ENSMUSTO00000087883.7 |collagen, type III, alpha 1

3906 Abra ENSMUST00000054742.5 ]actin-binding Rho activating protein

3907 Ccdc80 ENSMUST00000061050.5 |coiled-coil domain containing 80

3908 TtcS ENSMUSTO00000006451.6 | tetratricopeptide repeat domain 5

3909 Hnmpu ENSMUSTO00000037748.8 |heterogeneous nuclear ribonucleoprotein U

3910 S1pr3 ENSMUSTO00000087978.3 |sphingosine-1-phosphate receptor 3

3911 Frmd8 ENSMUST00000025728.7 |FERM domain containing 8

3912 Radil ENSMUST00000063635.9 |Ras association and DIL domains

3913 Dpf2 ENSMUST00000136983.2 | D4, zinc and double PHD fingers family 2

3914 Cdh12 ENSMUST00000075132.6 | cadherin 12

3915 Rnf215 ENSMUST00000003677.5 |ring finger protein 215

3916 Rtndipl ENSMUST00000054418.6 |reticulon 4 interacting protein 1

3917 Leol ENSMUST00000048937 4 Leol, Pafl/RNA p'OFymerase IT complex component,
homolog (S. cerevisiae)

3918 Fbxo046 ENSMUST00000053109.3 | F-box protein 46

3919 Aars ENSMUST00000034441.7 |alanyl-tRNA synthetase

3920 Clqgl2 ENSMUST00000037286.9 |complement component 1, g subcomponent-like 2

3921 Nphs2 ENSMUST00000027896.4 |nephrosis 2, podocin

3922 Ndufb2 ENSMUST00000135671.2 | ADH dehydrogenase (ubiquinone) 1 beta
subcomplex, 2

3923 Lasll ENSMUST00000079987.7 |LASI1-like (S. cerevisiae)

3924 Lpar6 ENSMUST00000044405.7 |lysophosphatidic acid receptor 6

3925 Polr3k ENSMUST00000039551.8 | polymerase (RNA) III (DNA directed) polypeptide K

3926 Fam187b ENSMUST00000058093.4 | family with sequence similarity 187, member B

3927 Gimap4 ENSMUST00000090070.5 |GTPase, IMAP family member 4

3928 Tcf20 ENSMUSTO00000109510.3 |transcription factor 20

3929 Ccdc163 ENSMUST00000030452.7 |coiled-coil domain containing 163

3930 Ephb4 ENSMUST00000111054.1 | Eph receptor B4

3931 Man2bl ENSMUST00000034121.9 |mannosidase 2, alpha B1

3932 G0s2 ENSMUST00000009777.2 | GO/G1 switch gene 2

3933 Hspa2 ENSMUSTO00000080449.5 |heat shock protein 2

3934 Gzfl ENSMUST00000028928.7 | GDNF-inducible zinc finger protein 1

3935 Dhx36 ENSMUST00000029336.4 | DEAH (Asp-Glu-Ala-His) box polypeptide 36

3936 Cptla ENSMUST00000025835.4 | carnitine palmitoyltransferase 1a, liver

3937 Erich5 ENSMUST00000060894.7 | glutamate rich 5

3938 L3mbtl4 ENSMUST00000093007.4 |1(3)mbt-like 4 (Drosophila)

3939] D830039M14Rik ENSMUST00000051330.4 |RIKEN cDNA D830039M 14 gene

3940 Incenp ENSMUSTO00000025562.7 |inner centromere protein

3941 Tmbim4 ENSMUST00000020446.5 |transmembrane BAX inhibitor motif containing 4

3942 Rtk ENSMUST00000025617.3 |riboflavin kinase

3043 Asics ENSMUST00000029641 4 acid-sensing (proton-gated) ion channel family
member 5

3944 Ctps2 ENSMUSTO00000033727.8 |cytidine 5'-triphosphate synthase 2




3945 Pik3apl ENSMUST00000059672.7 | phosphoinositide-3-kinase adaptor protein 1

3946 Cyp4bl ENSMUST00000102707 4 Tytochrome P450, family 4, subfamily b, polypeptide

3947 Pih1dl ENSMUST00000107813.2 |PIHI1 domain containing 1

3948 Lgals12 ENSMUST00000159983.2 |lectin, galactose binding, soluble 12

3949 Akt3 ENSMUSTO00000111160.3 |thymoma viral proto-oncogene 3

3950 Utp3 ENSMUSTO00000090413 4 UTP3, small subupiF (SSU) processome component,
homolog (S. cerevisiae)

3951 Emc2 ENSMUST00000022962.6 |ER membrane protein complex subunit 2

3952 Shfim1 ENSMUSTO00000041111.9 |split hand/foot malformation (ectrodactyly) type 1

3953 4921524J17Rik ENSMUST00000047749.5 | RIKEN cDNA 4921524J17 gene

3954 Polr3a ENSMUST00000026322.7 |polymerase (RNA) III (DNA directed) polypeptide A

3955 Cnotl10 ENSMUST00000070117.6 |CCR4-NOT transcription complex, subunit 10

3956 Prpsap] ENSMUST00000106391 2 IIjE;)ts:i)llll()lribosyl pyrophosphate synthetase-associated

3957 Gm14440 ENSMUST00000109051.2 | predicted gene 14440

3958 Srgap2 ENSMUST00000097588.3 |SLIT-ROBO Rho GTPase activating protein 2

3959 Dcn ENSMUST00000105287.4 | decorin

3960 Gatadl ENSMUST00000007559.9 |GATA zinc finger domain containing 1

3961 Emc6 ENSMUST00000054952.3 |ER membrane protein complex subunit 6

3962 Arhgef40 ENSMUST00000093813.6 |Rho guanine nucleotide exchange factor (GEF) 40

3963 Pfdnl ENSMUST00000025204.5 | prefoldin 1

3964 Pex14 ENSMUSTO00000103217.5 |peroxisomal biogenesis factor 14

3965 Rasgeflb ENSMUST00000031276.9 |RasGEF domain family, member 1B

3966 Snapc5 ENSMUST00000034965.6 |small nuclear RNA activating complex, polypeptide 5

3967 Rab24 ENSMUST00000035242.7 |RAB24, member RAS oncogene family

3968 Txnl ENSMUST00000030051.5 |thioredoxin 1

3969 Ugt2b37 ENSMUST00000075858.3 513)7}) glucuronosyltransferase 2 family, polypeptide

3970 Myl4 ENSMUSTO00000018800.3 |myosin, light polypeptide 4

3971 K1hl5 ENSMUST00000101192.3  |kelch-like 5

3972 Ippk ENSMUSTO00000021817.8 |inositol 1,3,4,5,6-pentakisphosphate 2-kinase

3973 Gm14391 ENSMUST00000099028.4 | predicted gene 14391

3974 Elmo2 ENSMUST00000103091.3 |engulfment and cell motility 2

3975 Dock9 ENSMUST00000100299.4 |dedicator of cytokinesis 9

3976 Slcl6a3 ENSMUST00000168579.2 solute carrier family 16 (monocarboxylic acid
transporters), member 3

3977 Petl12 ENSMUST00000127348.2 |PET112 homolog (S. cerevisiae)

3978 Dockl11 ENSMUST00000115264.1 |dedicator of cytokinesis 11

3979 Them4 ENSMUSTO00000049822.7 |thioesterase superfamily member 4

3980 Ppl ENSMUST00000035672.3 | periplakin

3981 Gprl2 ENSMUST00000036211.6 | G-protein coupled receptor 12

3982 Phippl ENSMUST00000061047.6 IIDH domain and leucine rich repeat protein phosphatase

3083 Slc9al ENSMUST00000030669.7 solute carrier family 9 (sodium/hydrogen exchanger),
member 1

3984 Vps26a ENSMUST00000105447.4 | vacuolar protein sorting 26 homolog A (yeast)

3085 AtpSal ENSMUST00000037380.9 ATPase, aminophospholipid transporter (APLT), class
I, type 8A, member 1

3986 Zmiz2 ENSMUSTO00000109787.2 |zinc finger, MIZ-type containing 2

3987 Urocl ENSMUST00000046128.9  Jurocanase domain containing 1




ubiquinol-cytochrome c reductase, complex III subunit

3988 Uqerl1 ENSMUST00000020372.5 X

3989 Aldob ENSMUST00000029987.9 |aldolase B, fructose-bisphosphate

3990 Polr3d ENSMUSTO00000000793.6 |polymerase (RNA) III (DNA directed) polypeptide D

3991 Exoc5 ENSMUSTO00000162175.2 ]exocyst complex component 5

3992 Arpc3 ENSMUST00000102525.5 Jactin related protein 2/3 complex, subunit 3

3993 Apol6 ENSMUST00000149569.2 |apolipoprotein L 6

3994 Paqr8 ENSMUST00000189400.1 |progestin and adipoQ receptor family member VIII

3995 Eml1 ENSMUST00000054955.8 | echinoderm microtubule associated protein like 1

3996 Actnl ENSMUST00000021554.9 ]actinin, alpha 1

3997 Prmt7 ENSMUSTO00000071592.6 |protein arginine N-methyltransferase 7

3998 Pppl11r35 ENSMUST00000031739.4 | protein phosphatase 1, regulatory subunit 35

3999 Fgf23 ENSMUSTO00000000186.6 | fibroblast growth factor 23
phosphoribosylaminoimidazole carboxylase,

4000 Paics ENSMUST00000120912.2 | phosphoribosylaminoribosylaminoimidazole,
succinocarboxamide synthetase

4001 Cyb5r4 ENSMUST00000168529.3 |cytochrome b5 reductase 4

4002 Dgki ENSMUST00000101532.4 |diacylglycerol kinase, iota

4003 Ceslg ENSMUST00000044602.7 | carboxylesterase 1G

4004 Maf ENSMUSTO00000109104. 1 avian musculoaponeurotic fibrosarcoma (v-maf) AS42
oncogene homolog

4005 Def8 ENSMUSTO00000065534.4 |differentially expressed in FDCP 8

4006 Fkbp9 ENSMUST00000031795.7 |FK506 binding protein 9

4007 Cyp2is ENSMUST00000030299.7 ;ytochrome P450, family 2, subfamily j, polypeptide

4008 Psmbl ENSMUST00000014913.9 . .
proteasome (prosome, macropain) subunit, beta type 1

4009 Gm14306 ENSMUST00000108985.3 | predicted gene 14306

4010 Msdal ENSMUST00000169159.2 rlnembrane-spanning 4-domains, subfamily A, member

4011 Urb2 ENSMUST00000034457.8 |URB2 ribosome biogenesis 2 homolog (S. cerevisiae)

4012 Stab2 ENSMUST00000035288.9 |stabilin 2

4013 Mitr ENSMUST00000099856.4 5-methyltetrahydrofolate-homocysteine
methyltransferase

4014 Rsul ENSMUST00000028059.3 |Ras suppressor protein 1

4015 Chst12 ENSMUST00000043050.8 | carbohydrate sulfotransferase 12

4016 Vbpl ENSMUST00000033540.5 |von Hippel-Lindau binding protein 1

4017 Mtx2 ENSMUST00000028511.7 | metaxin 2

4018 Smcla ENSMUSTO00000045312.5 |structural maintenance of chromosomes 1A

4019 Rsl1dl ENSMUSTO00000119953.1 |ribosomal L1 domain containing 1

4020 Arl6ip5 ENSMUST00000044681.6 | ADP-ribosylation factor-like 6 interacting protein 5

4021 Sytl5 ENSMUSTO00000035351.5 |synaptotagmin XV

4022 Gm2026 ENSMUST00000174416.2 | predicted gene 2026

4023 Cnnm3 ENSMUST00000097776.3 |cyclin M3

4024 Cxcll6 ENSMUST00000019064.3 | chemokine (C-X-C motif) ligand 16

4025 Mrps16 ENSMUST00000061444.3 | mitochondrial ribosomal protein S16

4026 Ccdc85b ENSMUST00000179549.1 |coiled-coil domain containing 85B

4027 Gm4788 ENSMUST00000027612.9  |predicted gene 4788

4028 Neurl2 ENSMUST00000042775.4  |neuralized-like 2 (Drosophila)

4029 Slitrk3 ENSMUST00000059407.7 | SLIT and NTRK-like family, member 3

4030 Tmem165 ENSMUST00000031144.8 |transmembrane protein 165

4031 Urgep ENSMUST00000093362.6 |upregulator of cell proliferation




4032 Myo9b ENSMUST00000168839.2 | myosin IXb
4033 Top2b ENSMUST00000017629.5 |topoisomerase (DNA) II beta
4034 Kdmo6a ENSMUST00000044484.7 |lysine (K)-specific demethylase 6A
4035 Snx5 ENSMUSTO00000110030.4 |sorting nexin 5
4036 Cyp2b13 ENSMUST00000005669.7 cI:};tochrome P450, family 2, subfamily b, polypeptide
4037 Rapgefl ENSMUST00000102872.5 |Rap guanine nucleotide exchange factor (GEF) 1
4038 Exog ENSMUST00000035094.7 |endo/exonuclease (5'-3"), endonuclease G-like
4039 Anapcl0 ENSMUSTO00000048147.7 |anaphase promoting complex subunit 10
4040 Nelfa ENSMUST00000030993.6 . .
negative elongation factor complex member A, Whsc2
4041 Top3b ENSMUST00000023465.8 |topoisomerase (DNA) III beta
4042 Coxbal ENSMUST00000040154.8 | cytochrome c¢ oxidase subunit VIa polypeptide 1
4043 Nopl6 ENSMUST00000026987.6 |NOP 16 nucleolar protein
4044 Krtcap?2 ENSMUSTO00000040888.6 |keratinocyte associated protein 2
4045 Ubxnb6 ENSMUST00000019722.6 |UBX domain protein 6
4046 Nxphl ENSMUST00000160300.1 |neurexophilin 1
4047 Htr2a ENSMUST00000036653.3 | 5-hydroxytryptamine (serotonin) receptor 2A
4048 Nrl1h4 ENSMUST00000058126.9  |nuclear receptor subfamily 1, group H, member 4
4049 Dynltla ENSMUST00000169415.1 |dynein light chain Tctex-type 1A
4050 Megf8 ENSMUST00000128119.1  |multiple EGF-like-domains 8
4051 Spl110 ENSMUST00000093508.6 |Sp110 nuclear body protein
4052 Simo2 ENSMUST00000016401.9 |slowmo homolog 2 (Drosophila)
4053 Tcpll112 ENSMUST00000020223.7 |t-complex 11 (mouse) like 2
4054 Epha6 ENSMUST00000068860.7 | Eph receptor A6
4055 Gm4631 ENSMUST00000121393.3  |predicted gene 4631
4056 Cenpb ENSMUSTO00000089510.4 | centromere protein B
4057 Gm14399 ENSMUST00000109062.2 |predicted gene 14399
4058 Rpf2 ENSMUST00000045114.7 |ribosome production factor 2 homolog (S. cerevisiae)
4059 Itih4 ENSMUSTO00000006703.7 |inter alpha-trypsin inhibitor, heavy chain 4
4060 Mfsd2b ENSMUST00000137337.2 | major facilitator superfamily domain containing 2B
4061 Vcl ENSMUST00000022369.7 |vinculin
4062 Jsipl ENSMUST00000020435.5 |junctional sarcoplasmic reticulum protein 1
4063 Dock7 ENSMUSTO00000075836.6 |dedicator of cytokinesis 7
4064 Cyp2c40 ENSMUST00000160476.2 Z}(f)tochrome P450, family 2, subfamily c, polypeptide
4065 Gm14326 ENSMUST00000108932.2 | predicted gene 14326
4066 H2-Aa ENSMUST00000040655.7 | histocompatibility 2, class II antigen A, alpha
4067 Toplmt ENSMUSTO00000000958.8 |DNA topoisomerase 1, mitochondrial
4068 Hspg?2 ENSMUST00000030547.9 |perlecan (heparan sulfate proteoglycan 2)
4069 Cpnl ENSMUST00000026210.4 | carboxypeptidase N, polypeptide 1
4070 SlcTald ENSMUST00000091259.3 solute carrier family 7 (cationic amino acid transporter,
y+ system), member 14
4071 Tbcld10a ENSMUST00000041042.7 |TBC1 domain family, member 10a
4072 Dnajc25 ENSMUST00000095070.3 |DnaJ (Hsp40) homolog, subfamily C, member 25
4073 Atp2cl ENSMUST00000112558.3 | ATPase, Cat+-sequestering
4074 Inpp5Sk ENSMUST00000006286.3 |inositol polyphosphate 5-phosphatase K
4075 Stp19 ENSMUST00000072576.4 |signal recognition particle 19
4076 Cthr2 ENSMUST00000094489.3  |complement factor H-related 2
4077 Aldhla7 ENSMUST00000025656.3 |aldehyde dehydrogenase family 1, subfamily A7
4078 N4bp3 ENSMUST00000001080.10 |NEDD4 binding protein 3
4079 9130401MO1Rik ENSMUST00000100655.4 |RIKEN cDNA 9130401MO01 gene




4080 Scyl2 ENSMUST00000174252.2 |SCY1-like 2 (S. cerevisiae)

4081 Acadl ENSMUST00000027153.5 Jacyl-Coenzyme A dehydrogenase, long-chain

4082 Avl19 ENSMUSTO00000031805.8 |AVL9 homolog (S. cerevisiase)

4083 Ptpra ENSMUSTO00000028769.7 |protein tyrosine phosphatase, receptor type, A

4084 Cdkl1 ENSMUST00000021377.4 |cyclin-dependent kinase-like 1 (CDC2-related kinase)

4085 Cd3001g ENSMUST00000017453.6  |CD300 antigen like family member G

4086 Gtpbp2 ENSMUST00000024748.8 | GTP binding protein 2

4087 Prss16 ENSMUSTO00000006341.2 |protease, serine 16 (thymus)

4088 S1c30a5 ENSMUST00000067246.4 |solute carrier family 30 (zinc transporter), member 5

4089 Qsox1 ENSMUSTO00000035325.9 | quiescin Q6 sulthydryl oxidase 1

4090 Taflb ENSMUST00000075954.7 TATA box binding protein (Tbp)-associated factor,
RNA polymerase I, B

4091 Rchyl ENSMUST00000031345.9 |ring finger and CHY zinc finger domain containing 1

4092 Sultlc2 ENSMUST00000023886.6 |sulfotransferase family, cytosolic, 1C, member 2

4093 Gm20878 ENSMUST00000153997.2 |predicted gene, 20878

4094 Rpl26 ENSMUSTO00000073471.7 |ribosomal protein L26

4095 Wbp4 ENSMUST00000022601.5 | WW domain binding protein 4

4096 Slitrk5 ENSMUST00000042767.7 | SLIT and NTRK-like family, member 5

4097 BC022687 ENSMUST00000037014.4 | cDNA sequence BC022687

4098 Qprt ENSMUST00000032912.5 |quinolinate phosphoribosyltransferase

4099 116st ENSMUSTO00000183663.2 |interleukin 6 signal transducer

4100 Hintl ENSMUST00000020504.5 |histidine triad nucleotide binding protein 1

4101 Ubl5 ENSMUST00000161486.2 | ubiquitin-like 5

4102 Myozl ENSMUST00000090469.6 |myozenin 1

4103 Fapl ENSMUST00000026635.7 || oM RROGEF (Arhgef) and pleckstrin domain
protein 1 (chondrocyte-derived)

4104 Ephx2 ENSMUSTO00000070515.1 |epoxide hydrolase 2, cytoplasmic

4105 Rabl1fip3 ENSMUSTO00000118828.2 |RABI11 family interacting protein 3 (class II)

4106 Banp ENSMUST00000170857.2 |BTG3 associated nuclear protein

4107 Tceb3 ENSMUSTO00000030427.5 |transcription elongation factor B (SIII), polypeptide 3

4108 Albg ENSMUST00000096418.3 |alpha-1-B glycoprotein

4109 Spes2 ENSMUST00000036274.6 signa.l Peptidase complex subunit 2 homolog (S.
cerevisiae)

4110 Ktil2 ENSMUST00000102738.3 |KTI12 homolog, chromatin associated (S. cerevisiae)

4111 Timm23 ENSMUST00000170331.2 |translocase of inner mitochondrial membrane 23

4112 Dis3 ENSMUST00000042471.9 | DIS3 mitotic control homolog (S. cerevisiae)

4113 Ugp2 ENSMUST00000102875.5 |UDP-glucose pyrophosphorylase 2

4114 Dennd4b ENSMUST00000129564.2 | DENN/MADD domain containing 4B

4115 Sifn8 ENSMUST00000038141.9 |schlafen 8

4116 Mesdc2 ENSMUST00000094215.4 |mesoderm development candidate 2

4117 Gm4723 ENSMUST00000109048.2 | predicted gene 4723

4118 Nt5¢3 ENSMUSTO00000101367.3 | 5'-nucleotidase, cytosolic Il

4119 Psmd7 ENSMUST00000044106.4 proteasome (prosome, macropain) 26S subunit, non-
ATPase, 7

4120 Brd7 ENSMUST00000034085.7 |bromodomain containing 7

4121] 2010107E04Rik ENSMUST00000021719.5 |RIKEN ¢cDNA 2010107E04 gene

4122 Gbel ENSMUST00000163832.2 |glucan (1,4-alpha-), branching enzyme 1

4123 Kxdl ENSMUST00000093456.6 |KxDL motif containing 1

4124 Lsm4 ENSMUST00000034311.9 LSM4 h(.)nllolog, U6 small nuclear RNA associated
(S. cerevisiae)

4125 Abec3 ENSMUST00000178136.2 ATP-binding cassette, sub-family C (CFTR/MRP),

member 3




4126 Sikel ENSMUST00000029447.6  |suppressor of IKBKE 1

4127 Rbm7 ENSMUSTO00000170000.2 |RNA binding motif protein 7

4128 Rbm47 ENSMUSTO00000113726.2 |RNA binding motif protein 47

4129 Pole ENSMUST00000007296.6 |polymerase (DNA directed), epsilon

4130 Cyfipl ENSMUST00000032629.10 |cytoplasmic FMR 1 interacting protein 1

4131 Ugerfs1 ENSMUSTO00000042834.3 ubiquinoll-cytochrome c reductase, Rieske iron-sulfur
polypeptide 1

4132 Acoxl ENSMUST00000066587.6 |acyl-Coenzyme A oxidase 1, palmitoyl

4133 Z{p651 ENSMUST00000093772.3 |zinc finger protein 651

4134 Ywhaz ENSMUST00000022894.8 | 'Yrosine 3-monooxygenase/tryptophan 5- ,
monooxygenase activation protein, zeta polypeptide

4135 Havcer2 ENSMUST00000020668.9 | hepatitis A virus cellular receptor 2

4136 BC027231 ENSMUST00000048788.8 | cDNA sequence BC027231

4137 Scrib ENSMUST00000002603.6 |scribbled homolog (Drosophila)

4138 Aldh2 ENSMUST00000031411.9 |aldehyde dehydrogenase 2, mitochondrial

4139 Phtfl ENSMUSTO00000055425.9 |putative homeodomain transcription factor 1

4140 Nlgnl ENSMUST00000108308.4 | neuroligin 1

4141 Dnajcl0 ENSMUST00000028392.7 |DnaJ (Hsp40) homolog, subfamily C, member 10

4142 Anapc4 ENSMUST00000031072.8 |anaphase promoting complex subunit 4

4143 Ctnnal 1 ENSMUSTO00000045142.9 |catenin (cadherin associated protein), alpha-like 1

4144 Dcc ENSMUST00000114943.4 |deleted in colorectal carcinoma

4145 Snmp70 ENSMUSTO00000074575.7 |small nuclear ribonucleoprotein 70 (U1)

4146 Kmt2e ENSMUST00000094962.3 |lysine (K)-specific methyltransferase 2E

4147 Dph6 ENSMUST00000028640.8 |diphthamine biosynthesis 6

4148 Stx8 ENSMUST00000021285.8 | syntaxin 8

4149 Astel ENSMUSTO00000035181.4 |asteroid homolog 1 (Drosophila)

4150 Sfipb ENSMUSTO00000183018.2 |surfactant associated protein B

4151 Hdac7 ENSMUSTO00000079838.8 |histone deacetylase 7

4152 Arhgap42 ENSMUST00000093893.6 |Rho GTPase activating protein 42

4153 Pkp2 ENSMUST00000039408.2 | plakophilin 2

4154 Rpl8 ENSMUST00000004072.8 |ribosomal protein L8

4155 fmp3 ENSMUST00000034827.9 z}l\//g’i; U3 small nucleolar ribonucleoprotein, homolog

4156] 2900011008Rik ENSMUST00000056521.6 | RIKEN cDNA 2900011008 gene

4157 Otud7a ENSMUST00000058476.8 |OTU domain containing 7A

4158 Colq ENSMUSTO00000112027.3 collageg-like tail subunit gsingle stranq of
homotrimer) of asymmetric acetylcholinesterase

4159 Alb ENSMUST00000031314.8 Jalbumin

4160 Slcl7al ENSMUST00000006785.7 iolute carrier family 17 (sodium phosphate), member

4161 Mei4 ENSMUST00000057067.4 | meiosis-specific, MEI4 homolog (S. cerevisiae)

4162 Zp467 ENSMUSTO00000114566.2 |zinc finger protein 467

4163 Ugt8a ENSMUST00000057944.7 |UDP galactosyltransferase 8A

4164 Slcl6ad ENSMUST00000029502. 8 solute carrier family 16 (monocarboxylic acid
transporters), member 4

4165 Sdha ENSMUST00000022062.7 succinate c'lehydrogenase complex, subunit A,
flavoprotein (Fp)

4166 Calm3 ENSMUST00000019514.9 | calmodulin 3

4167 Aplp2 ENSMUST00000072634.8 |amyloid beta (A4) precursor-like protein 2

4168 Aldhlll ENSMUST00000130418.2 Jaldehyde dehydrogenase 1 family, member L1

4169] F830016B08Rik ENSMUST00000171297.1 |RIKEN ¢cDNA F830016B08 gene

4170 Lyrm?2 ENSMUST00000062802.4 |LYR motif containing 2




4171 Ffarl ENSMUST00000052700.4 | free fatty acid receptor 1

4172 Hoxd11 ENSMUST00000142312.2 |homeobox D11

4173 Gdf2 ENSMUST00000100720.1 | growth differentiation factor 2

4174 Wdr36 ENSMUST00000053663.9 | WD repeat domain 36

4175 Mtl ENSMUST00000034215.6 | metallothionein 1

4176 Ppp2r3a ENSMUSTO00000075941.6 |protein phosphatase 2, regulatory subunit B", alpha

4177 Cp ENSMUST00000091309.6 | ceruloplasmin

4178 Zp385¢c ENSMUST00000103119.4 | zinc finger protein 385C

4179 Gm8898 ENSMUST00000109018.2 | predicted gene 8898

4180 B2m ENSMUST00000102476.4 | beta-2 microglobulin

4181 Fkbp8 ENSMUST00000119353.3 | FK506 binding protein 8

4182 Nmel ENSMUST00000135884.2 |NME/NM23 nucleoside diphosphate kinase 1

4183 Bbc3 ENSMUST00000002152.7 |BCL2 binding component 3

4184 Pln ENSMUST00000163319.2 | phospholamban

4185 Slc25a46 ENSMUST00000060396.6 |solute carrier family 25, member 46

4186 Aamdc ENSMUSTO00000178078.2 |adipogenesis associated Mth938 domain containing

4187 Wdrl2 ENSMUST00000027173.9 | WD repeat domain 12

4188 Nidl ENSMUST00000005532.7 |nidogen 1

4189 Acot13 ENSMUST00000006900.6 | acyl-CoA thioesterase 13

4190 Plexdl ENSMUST00000086687.4 |PhosPhatidylinositol-specific phospholipase €, X
domain containing 1

4191] 2610001J05Rik ENSMUST00000139231.1 [RIKEN cDNA 2610001J05 gene

4192 Mrc2 ENSMUST00000100335.4 |mannose receptor, C type 2

4193 Pawr ENSMUST00000095313.3 |PRKC, apoptosis, WT1, regulator

4194] 1110037F02Rik ENSMUST00000059914.7 |RIKEN cDNA 1110037F02 gene

4195 Hacel ENSMUST00000037044.7 |HECT domain and ankyrin repeat containing, E3
ubiquitin protein ligase 1

4196 Cox7a2 ENSMUSTO00000034881.6 |cytochrome ¢ oxidase subunit VIla 2

4197 Tusc3 ENSMUST00000167992.2 | tumor suppressor candidate 3

4198 Digap2 ENSMUST00000133298.2 discs, large (Drosophila) homolog-associated protein 2

4199] 4932438A13Rik ENSMUST00000057272.9 | RIKEN cDNA 4932438A13 gene

4200 Acsf3 ENSMUSTO00000015160.5 ]acyl-CoA synthetase family member 3

4201 Proz ENSMUST00000033822.2 |protein Z, vitamin K-dependent plasma glycoprotein

4202 Slain2 ENSMUST00000144843.2 | SLAIN motif family, member 2

4203 Rtn4rl1 ENSMUSTO00000102514.3  |reticulon 4 receptor-like 1

4204 Sec62 ENSMUST00000029256.7 |SEC62 homolog (S. cerevisiae)

4205] 0610007P14Rik ENSMUST00000021676.6 | RIKEN cDNA 0610007P 14 gene

4206 Sdr9c7 ENSMUST00000047134.7 4short chain dehydrogenase/reductase family 9C,
member 7

4207 Gja8 ENSMUST00000062944.5 | gap junction protein, alpha 8

4208 Nudt2 ENSMUSTO00000030154.6 nu(ii.); ;nucleoside diphosphate linked moiety X)-type
moti

4209 Hs3stl ENSMUSTO00000117944.1 | heparan sulfate (glucosamine) 3-O-sulfotransferase 1

4210 Chmp2a ENSMUSTO00000005711.4 |charged multivesicular body protein 2A

4211 Cd99l12 ENSMUST00000037391.6 | CD99 antigen-like 2

4212 Rpsa ENSMUSTO00000035105.5 |ribosomal protein SA

4213 Slamf7 ENSMUSTO00000111276.3 |SLAM family member 7

4214 Grik2 ENSMUST00000105487.2 | glutamate receptor, ionotropic, kainate 2 (beta 2)

4215 Oaf ENSMUST00000034512.5 |OAF homolog (Drosophila)

4216 Mrpl24 ENSMUSTO00000019854.7 |mitochondrial ribosomal protein 1.24




protein phosphatase 2 (formerly 2A), catalytic subunit,

4217 Ppp2cb ENSMUST00000009774.9 :
beta isoform

4218 Tiptl ENSMUST00000043235.5 TIP4.1,. TOR signalling pathway regulator-like (S.
cerevisiae)

4219 Sars ENSMUSTO00000090553.6 |seryl-aminoacyl-tRNA synthetase

4220 Gyg ENSMUSTO00000118015.3 | glycogenin

4221 Fech ENSMUST00000025484.7 | ferrochelatase

4222 Moapl ENSMUST00000173760.3 |modulator of apoptosis 1

4223 Bnip3 ENSMUST00000106112.1 |BCL2/adenovirus E1B interacting protein 3

4224 Gpm6a ENSMUSTO00000033915.7 | glycoprotein m6a

4225 Vps35 ENSMUSTO00000034131.8 |vacuolar protein sorting 35

4226 Ugdh ENSMUSTO00000117542.2 |UDP-glucose dehydrogenase

4227 Rpp21 ENSMUST00000025319.6 |ribonuclease P 21 subunit

4228 AA986860 ENSMUST00000039323.7 | expressed sequence AA986860

4229 Gm20604 ENSMUSTO00000174651.1 |predicted gene 20604

4230 Sqrdl ENSMUST00000005953.5 |sulfide quinone reductase-like (yeast)

4231 Calml4 ENSMUST00000034777.7 | calmodulin-like 4

4232 Gnptab ENSMUST00000020251.8 N—acetylglucose}mine—l—phosphate transferase, alpha
and beta subunits

4233 Wwp2 ENSMUST00000166615.1 |WW domain containing E3 ubiquitin protein ligase 2

4234 ZHp804a ENSMUST00000047527.7 |zinc finger protein 804A

4235 Alyref ENSMUST00000026125.2 | Aly/REF export factor

4236 Lphn2 ENSMUST00000106128.2 |latrophilin 2

4237 Txnl4a ENSMUST00000145963.2 |thioredoxin-like 4A

4238 Itfgl ENSMUST00000034140.7 |integrin alpha FG-GAP repeat containing 1

4239 Hivepl ENSMUST0000006014g.5 | uman immunodeficiency virus type I enhancer
binding protein 1

4240 Tfi2 ENSMUSTO00000031729.8 |transferrin receptor 2

4241 Hmgcr ENSMUST00000022176.9 | 3-hydroxy-3-methylglutaryl-Coenzyme A reductase

4242 Adat2 ENSMUST00000019944.8 |adenosine deaminase, tRNA-specific 2

4243 Mthfsl ENSMUST00000113110.4 |5, 10-methenyltetrahydrofolate synthetase-like

4244 Chdll ENSMUST00000029730.4 | chromodomain helicase DNA binding protein 1-like

4245 Rab4b ENSMUST00000093040.7 |RAB4B, member RAS oncogene family

4246 Elmodl ENSMUST00000048409.8 |ELMO/CED-12 domain containing 1

4247 Ndrgl ENSMUST00000005256.7 |N-myc downstream regulated gene 1

4248 Plaa ENSMUST00000107107.3  |phospholipase A2, activating protein

4249 B630005N14Rik ENSMUST00000045235.5 | RIKEN cDNA B630005N14 gene

4250 Tdo2 ENSMUST00000029645.8 |tryptophan 2,3-dioxygenase

4251 Cepl70 ENSMUST00000057037.7 |centrosomal protein 170

4252 Slclal ENSMUSTO00000025875.4 |solute carrier family 1 (neuronal/epithelial high
affinity glutamate transporter, system Xag), member 1

4253 Sh3bpsl ENSMUST00000116376.3 |SH3 binding domain protein 5 like

4254 Xirp2 ENSMUSTO00000112347.2 |xin actin-binding repeat containing 2

4255 Adipoqg ENSMUST00000023593.5 |adiponectin, C1Q and collagen domain containing

4256 S1c25a10 ENSMUST00000026899.3 SQIute carrier family 25 (mitochondrial carrier,
dicarboxylate transporter), member 10

4257 Mrpl14 ENSMUST00000024734.7 |mitochondrial ribosomal protein L.14

4258 Agtpbpl ENSMUST00000022040.7 | ATP/GTP binding protein 1

4259 Uaca ENSMUSTO00000050183 .6 uveal .autoantigen with coiled-coil domains and
ankyrin repeats

4260 Ptpn9 ENSMUST00000034832.6 |protein tyrosine phosphatase, non-receptor type 9




4261] 9930111J21Rik1 ENSMUST00000093153.1 |RIKEN cDNA 9930111J21 gene 1

4262 Lircde ENSMUSTO00000135431.2 |leucine rich repeat containing 4C

4263 Cd3d ENSMUST00000034602.7 |CD3 antigen, delta polypeptide

4264 Ndufaf7 ENSMUST00000024887.4 | ADH dehydrogenase (ubiquinone) 1 alpha
subcomplex assembly factor 7

4265 P1k2 ENSMUST00000022212.7  |polo-like kinase 2

4266 Tmem37 ENSMUST00000056089.7 |transmembrane protein 37

4267 Usp28 ENSMUST00000047349.6 |ubiquitin specific peptidase 28

4268 Ikbkb ENSMUST00000063401.4 |inhibitor of kappaB kinase beta

4269 Ap5bl ENSMUST00000096318.3 |adaptor-related protein complex 5, beta 1 subunit

4270 Srpkl ENSMUSTO00000130643.2 |serine/arginine-rich protein specific kinase 1

4271 Grko6 ENSMUSTO00000001115.9 |G protein-coupled receptor kinase 6

4272] 1700024G13Rik ENSMUST00000100723.2 |RIKEN cDNA 1700024G13 gene

4273 Sfpq ENSMUST00000030623.7 splicin.g f?ctor prol.ine/ glut;amine rich (polypyrimidine
tract binding protein associated)

4274 Rbbp4 ENSMUST00000102598.3 |retinoblastoma binding protein 4

4275 Tmem45a ENSMUST00000023435.5 |transmembrane protein 45a

4276 Cd8bl ENSMUST00000065248.7 |CD8 antigen, beta chain 1

4277 Adig ENSMUST00000059889.3 | adipogenin

4278 Zp444 ENSMUST00000054680.6 |zinc finger protein 444

4279 Wars2 ENSMUST00000004343.2 |tryptophanyl tRNA synthetase 2 (mitochondrial)

4280 Erichl ENSMUST00000110813.3 | glutamate rich 1

4281 Lgil ENSMUSTO00000087252.6 |leucine-rich repeat LGI family, member 1

4282 Nop10 ENSMUST00000028553.3 |NOP 10 ribonucleoprotein

4283 Amfr ENSMUST00000053766.7 |autocrine motility factor receptor

4284 Tmem184c ENSMUST00000034030.9 |transmembrane protein 184C

4285 Acyl ENSMUST00000024031.7 ]Jaminoacylase 1

4286 Aven ENSMUST00000099588.3 |apoptosis, caspase activation inhibitor

4287 Lmo7 ENSMUST00000100337.4 |LIM domain only 7

4288 Ndufb9 ENSMUST00000022980.3 | \APH dehydrogenase (ubiquinone) 1 beta
subcomplex, 9

4289 Elovll ENSMUST00000006557.7 elongation of very lgng chain fatty acids (FEN1/Elo2,
SUR4/Elo3, yeast)-like 1

4290 Zbtb8os ENSMUSTO00000119480. 1 zz‘:ng‘“ger and BTB domain containing 8 opposite

4291 Rabl ENSMUST00000020358.6 |RABI1, member RAS oncogene family

4292 Srsf ENSMUST00000094693.5 |serine/arginine-rich splicing factor 5

4293 Pent ENSMUST00000001179.5 |pericentrin (kendrin)

4294 Luzp2 ENSMUSTO00000082373.6 |leucine zipper protein 2

4295 Rab12 ENSMUST00000070538.5 |RAB12, member RAS oncogene family

4296 Fbpl ENSMUST00000092888.5 | fructose bisphosphatase 1

4297 Sod2 ENSMUST00000007012.4 | superoxide dismutase 2, mitochondrial

4298 AWS549877 ENSMUST00000046633.8 | expressed sequence AW549877

4299 Apip ENSMUST00000011055.6 |APAF1 interacting protein

4300 Ctbpl ENSMUST00000079746.6 | C-terminal binding protein 1

4301 Tmem9b ENSMUST00000033333.7 |TMEMY9 domain family, member B

4302 Sdcl ENSMUST00000020911.8 | syndecan 1

4303 Zfp169 ENSMUSTO00000176176.2 |zinc finger protein 169

4304 Dpf3 ENSMUST00000178756.2 |D4, zinc and double PHD fingers, family 3

4305 Prkrir ENSMUST00000033009. 10 protein-kinase, igterfqon-inducible double stranded
RNA dependent inhibitor, repressor of (P58 repressor)

4306 Fgfl6 ENSMUST00000033581.3 | fibroblast growth factor 16




4307 Mepla ENSMUST00000117137.2  |meprin 1 alpha

4308 S1c26a9 ENSMUST00000049027.4 |solute carrier family 26, member 9

4309 Asb18 ENSMUSTO00000086882.2 |ankyrin repeat and SOCS box-containing 18

4310 Slc26a5 ENSMUSTO00000115176.2 |solute carrier family 26, member 5

4311 H3f3b ENSMUST00000106454.2 |H3 histone, family 3B

4312 Nup214 ENSMUST00000065398.7 |nucleoporin 214

4313 Neu3 ENSMUST00000036331.6 |neuraminidase 3

4314 Ddx47 ENSMUST00000032326.5 |DEAD (Asp-Glu-Ala-Asp) box polypeptide 47

4315] 0610009020Rik ENSMUST00000025314.5 |RIKEN ¢cDNA 0610009020 gene

4316 Gm6685 ENSMUSTO00000042595.6 |predicted pseudogene 6685

4317 Kenj4 ENSMUSTO00000057801.6 potassium inwardly-rectifying channel, subfamily J,
member 4

4318 Ttc9c ENSMUSTO00000096751.5 |tetratricopeptide repeat domain 9C

4319 Slc7al3 ENSMUST00000035890.7 | *01ute camier family 7, (cationic amino acid
transporter, y+ system) member 13

4320 Drosha ENSMUSTO00000169061.2 |drosha, ribonuclease type III

4321 P4hb ENSMUST00000026122.5 |prolyl 4-hydroxylase, beta polypeptide

4322 Slcl3al ENSMUST00000031713.8 solute carrier family 13 (sodium/sulfate symporters),
member 1

4323 Itih1 ENSMUSTO00000006704.9 |inter-alpha trypsin inhibitor, heavy chain 1

4324 Ywhaq ENSMUST00000103002.2 | Yrosine 3-monooxygenase/tryptophan 5- .
monooxygenase activation protein, theta polypeptide

4325 Ccnel ENSMUST00000108023.4 |cyclin El

4326 Cxcl9 ENSMUST00000113093.3 |chemokine (C-X-C motif) ligand 9

4327 Mmp8 ENSMUSTO00000018765.2 | matrix metallopeptidase 8

4328 Mamstr ENSMUSTO00000148532. 1 MEF2.ac'Fivating motif and SAP domain containing
transcriptional regulator

4329 Tctn3 ENSMUST00000025981.9 |tectonic family member 3

4330 Gpnmb ENSMUST00000031840.7 | glycoprotein (transmembrane) nmb

4331 Ncaph2 ENSMUST00000036987.6 |non-SMC condensin Il complex, subunit H2

4332 S1c22a19 ENSMUST00000025666.7 solute carrier family 22 (organic anion transporter),
member 19

4333 Sptlcl ENSMUST00000021920.6 |serine palmitoyltransferase, long chain base subunit 1

4334 Patzl ENSMUST00000134089.2 |POZ (BTB) and AT hook containing zinc finger 1




